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<151> 2001-02-14 



<160> 140 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<400> 1 

tcttcattct ttccgccatc ttgattcttt ctcactgacc aagactcagc cgtgggaaat 60 
atgagtgagc ttgtaagagc aagatcccaa tcctcagaaa gaggaaatga ccaagagtct 12 0 
tcccagccgg ttggatctgt gattgtccag gagcccactg aggaaaaacg tcaagaagag 180 
gaaccaccaa ctgataatca ggggcctgac atggaagctt ttcaacagga actggctctg 24 0 
cttaagatag aggatgagcc tggagatggt cctgatgtca gggagggtat tatgcccact 3 00 
tttgatctca ctaaagtgct ggaagcaggt gatgcgcaac cataggtttc aagcaagaca 3 60 
aatgaagact gaaaccaaga acgttattct taatctggaa atttgactga taatattctc 420 
ttaataaagt tttaagtttt ctgcaaagaa tccttaaa 458 



<210> 2 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Glu Leu Val Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Glu Glu Glu Pro Pro Thr Asp Asn Gin Gly 

35 40 45 

Pro Asp Met Glu Ala Phe Gin Gin Glu Leu Ala Leu Leu Lys lie Glu 
50 55 60 

Asp Glu Pro Gly Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro Thr 
65 70 75 80 

Phe Asp Leu Thr Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

85 90 



<210> 3 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gggaagagac catgtgtggg aaatatgagt gagcatgtga gaacaagatc ccaatcctca 60 
gaaagaggaa atgaccaaga gtcttcccag ccagttggat ctgtgattgt ccaggagccc 120 
actgaggaaa aacgtcaaga agaggaacca ccaactgata atcagggtat tgcacctagt 180 
ggggagatcg aaaatgaagg agcacctgcc gttcaagggc ctgacatgga agcttttcaa 24 0 
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caggaactgg ctctgcttaa gatagaggat 
gggattatgc ccacttttga tctcactaaa 
gtttcaagca agacaaatga agactgaaac 
actgataata ttctcttaat aaagttttaa 



gagcctggag atggtcctga tgtcagggag 300 
gtgctggaag caggtgatgc gcaaccatag 360 
caagaacgtt attcttaatc tggaaatttg 42 0 
gttttctgca aagaaaaaaa aaaaa 475 



<210> 4 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ser Glu His Val Arg Thr Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Glu Glu Glu Pro Pro Thr Asp Asn Gin Gly 

35 40 45 

lie Ala Pro Ser Gly Glu lie Glu Asn Glu Gly Ala Pro Ala Val Gin 
50 55 60 

Gly Pro Asp Met Glu Ala Phe Gin Gin Glu Leu Ala Leu Leu Lys lie 
65 70 75 80 

Glu Asp Glu Pro Gly Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro 

85 90 95 

Thr Phe Asp Leu Thr Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

100 105 110 



<210> 5 

<211> 1051 

<212> DNA 

<213> Homo sapiens 

<400> 5 

cgggaaggga ccgtgtggtc agtaacgaag gggcttggga actgggagcg cggtgggctg 60 
gtgactgtgg ccccgaggtc tgtagagtgc ctggcagagg tgtcctgtga ggagcataac. 120 
gttcactctg tttcacaatt tctcacctcc gccatggaca tcataggaag gaatgggcga 180 
ggctgtgctt tccaacaaga cttgattttg agaggggtgt gggggtgaaa tgggcctagc 24 0 
aaatcagagt gggacaaaag cagtagtcat ttcagtttca attctctgcc cgttttttcc 3 00 
taaatgtctt catgatggag agtctaattg tgaaaccaaa acgcagaaat gtcctctgtc 3 60 
ttttgctatg gcgttaaggg gatttctatg cctcttcgac tatgatacaa acaaatctgt 420 
ccttagtttg attcgaaagc atgtgtactt atcattgctc tgtgacttaa tttgaaaata 480 
ttttcaaaat taaaaaagta caaatcacca ttttgccgtg gaatgttcat atatataact 540 
aagttcttac acactttttc caaataacaa tattctgttt gcagtgggaa atatgagtga 600 
gcttgtaaga gcaagatccc aatcctcaga aagaggaaat gaccaagagt cttcccagcc 660 
ggttggatct gtgattgtcc aggagcccac tgaggaaaaa cgtcaagaag aggaaccacc 72 0 
aactgataat cagggtattg cacctagtgg ggagattgaa aatcaagcag tgcctgcttt 780 
tcaagggcct gacatggaag cttttcaaca ggaactggct ctgcttaaga tagaggatga 840 
gcctggagat ggtcctgatg tcagggaggg tattatgccc acttttgatc tcactaaagt 900 
gctggaagca ggtgatgcgc aaccataggt ttcaagcaag acaaatgaag actgaaacca 960 
agaacgttat tcttaatctg gaaatttgac tgataatatt ctcttaataa agttttaagt 1020 
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tttctgcaaa gaaaaaaaaa aaaaaaaaaa a 



1051 



<210> 6 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ser Glu Leu Val Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Glu Glu Glu Pro Pro Thr Asp Asn Gin Gly 

35 40 45 

lie Ala Pro Ser Gly Glu lie Glu Asn Gin Ala Val Pro Ala Phe Gin 
50 55 60 

Gly Pro Asp Met Glu Ala Phe Gin Gin Glu Leu Ala Leu Leu Lys lie 
65 70 75 80 

Glu Asp Glu Pro Gly Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro 

85 90 95 

Thr Phe Asp Leu Thr Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

100 105 110 



<210> 7 

<211> 611 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (323) 

<223> Wherein n is G or A or T or C 
<400> 7 

catgcagagt acactgggca tcttcccttc gacccctttg cccacgtggt gaccgctggg 60 

ggagctgtga gagtgtgagg gacacgttcc agccgtctgg actctttctc tcctactgag 12 0 

acgcagccta taggtccgca ggccagtcct cccaggaact gaaatagtga aatatgagtt 18 0 

ggcgaggaag atcaacatat aggcctaggc caagaagaag tttacagcct cctgagctga 240 

ttggggctat gcttgaaccc actgatgaag agcctaaaga agagaaacca cccactaaaa 300 

gtcggaatcc tacacctgac tcnagaagag agaagatgat cagggtgcag ctgagattca 360 

agtgcctgac ctggaagccg atctccagga gctatgtcag acaaagactg gggatggatg 42 0 

tgaaggtggt actgatgtca aggggaagat tctaccaaaa gcagagcact ttaaaatgcc 4 80 

agaagcaggt gaagggaaat cacaggttta aaggaagata agctgaaaca acacaaactg 54 0 

tttttatatt agatatttta ctttaaaata tcttaataaa gttttaagct tttctccaaa 600 
aaaaaaaaaa a 611 



<210> 8 

<211> 115 
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<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Ser Trp Arg 
1 

Leu Gin Pro Pro 

20 

Glu Pro Lys Glu 

35 

Asp Ser Arg Arg 
50 

Leu Thr Trp Lys 
65 

Met Asp Val Lys 



Gin Ser Thr Leu 

100 

Lys Gly Arg 

115 



Gly Arg Ser Thr 
5 

Glu Leu lie Gly 

Glu Lys Pro Pro 

40 

Glu Lys Met lie 

55 

Pro lie Ser Arg 
70 

Val Val Leu Met 
85 

Lys Cys Gin Lys 



Tyr Arg Pro Arg 
10 

Ala Met Leu Glu 
25 

Thr Lys Ser Arg 



Arg Val Gin Leu 

60 

Ser Tyr Val Arg 

75 

Ser Arg Gly Arg 
90 

Gin Val Lys Gly 
105 



Pro Arg Arg Ser 

15 

Pro Thr Asp Glu 
30 

Asn Pro Thr Pro 
45 

Arg Phe Lys Cys 

Gin Arg Leu Gly 

80 

Phe Tyr Gin Lys 

95 

Asn His Arg Phe 
110 



<210> 9 
<211> 673 
<212> DNA 

<213> Homo sapiens 
<400> 9 

tagcttgcaa aaaaaatgag 
atccttatgg gtatattcat 
cacctgagaa gagtcacctg 
cctgtagaat gtctacgaga 
acccaaccta tgaagaggga 
aacatcttca gccaacacac 
ataggacttg atcagcaagc 
aatgaagaca tgaaagaaat 
cagctgagca gcctggaact 
aagaaataca gtgactgtgc 
tacttttaca aatttacagc 
ttccttttcc etc 



caccaaacct gatatgattc 
tgctggcacc ctatccctgg 
gcaaaatctg agacatctga 
aaacatagct tttgagttgc 
catcaagaag gecttctatg 
cttcaaatat tggaaagaga 
agagtacctg aaccaatget 
gaaagagaat gagatgaaac 
gaggagatat ttccacagga 
ctgggagatt gtccgagtgg 
tctattcagg aggaaataag 



aaaagtgttt gtggcttgag 60 
actgtaactt actgaaegtt 120 
gtagtatgag caattcattt 180 
cccaagagtt tetgeaatae 240 
aaatgtccct acaggccttc 300 
gacacctcaa acaaatccaa 360 
tggaggaaga caagaatgaa 420 
cctcagaagc cagggtcccc 480 
tagacaattt cctgaaagaa 540 
aaatcagaag atgtttgtat 600 
gtatattttt ggaattaaaa 660 

673 



<210> 10 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Ser Thr Lys Pro Asp Met lie Gin Lys Cys Leu Trp Leu Glu lie 
15 10 15 



5 



Leu Met Gly lie Phe lie Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu 

20 25 30 



Leu Asn Val His 

35 

Ser Ser Met Ser 
50 

Ala Phe Glu Leu 
65 

Arg Asp lie Lys 



lie Phe Ser Gin 

100 

Gin lie Gin lie 

115 

Leu Glu Glu Asp 
130 

Asn Glu Met Lys 
145 

Glu Leu Arg Arg 



Lys Tyr Ser Asp 

180 

Cys Leu Tyr Tyr 

195 



Leu Arg Arg Val 

40 

Asn Ser Phe Pro 

55 

Pro Gin Glu Phe 
70 

Lys Ala Phe Tyr 



His Thr Phe Lys 



Gly Leu Asp Gin 

120 

Lys Asn Glu Asn 

135 

Pro Ser Glu Ala 
150 

Tyr Phe His Arg 
165 

Cys Ala Trp Glu 



Phe Tyr Lys Phe 

200 



Thr Trp Gin Asn 



Val Glu Cys Leu 

60 

Leu Gin Tyr Thr 

75 

Glu Met Ser Leu 

90 - 

Tyr Trp Lys Glu 
105 

Gin Ala Glu Tyr 



Glu Asp Met Lys 

140 

Arg Val Pro Gin 

155 

lie Asp Asn Phe 
170 

He Val Arg Val 
185 

Thr Ala Leu Phe 



Leu Arg His Leu 
45 

Arg Glu Asn He 



Gin Pro Met Lys 

80 

Gin Ala Phe Asn 

95 

Arg His Leu Lys 
110 

Leu Asn Gin Cys 
125 

Glu Met Lys Glu 



Leu Ser Ser Leu 

160 

Leu Lys Glu Lys 

175 

Glu He Arg Arg 
190 

Arg Arg Lys 
205 



<210> 11 

<211> 631 

<212> DNA 

<213> Homo sapiens 



<400> 11 

atgagcacca aacctgatat gattcaaaag tgtttgtggc ttgagatcct tatgggtata 60 

ttcattgctg gcaccctatc cctggactgt aacttactga acgttcacct gagaagagtc 12 0 

acctggcaaa atctgagaca tctgagtagt atgagcaatt catttcctgt agaatgtcta 180 

cgagaaaaca tagcttttga gttgccccaa gagtttctgc aatacaccca acctatgaag 240 

agggacatca agaaggcctt ctatgaaatg tccctacagg ccttcaacat cttcagccaa 3 00 

cacaccttca aatattggaa agagagacac ctcaaacaaa tccaaatagg acttgatcag 360 

caagcagagt acctgaacca atgcttggag gaagacgaga atgaaaatga agacatgaaa 42 0 

gaaatgaaag agaatgagat gaaaccctca gaagccaggg tcccccagct gagcagcctg 4 80 

gaactgagga gatatttcca caggatagac aatttcctga aagaaaagaa atacagtgac 540 

tgtgcctggg agattgtccg agtggaaatc agaagatgtt/ tgtattactt ttacaaattt 600 

acagctctat tcaggaggaa ataaggtata t 631 



6 



<210> 12 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Ser Thr Lys Pro Asp Met lie Gin Lys Cys Leu Trp Leu Glu lie 
15 10 15 

Leu Met Gly lie Phe lie Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu 

20 25 30 

Leu Asn Val His Leu Arg Arg Val Thr Trp Gin Asn Leu Arg His Leu 

35 40 45 

Ser Ser Met Ser Asn Ser Phe Pro Val Glu Cys Leu Arg Glu Asn lie 
50 55 60 

Ala Phe Glu Leu Pro Gin Glu Phe Leu Gin Tyr Thr Gin Pro Met Lys 
65 70 75 80 

Arg Asp lie Lys Lys Ala Phe Tyr Glu Met Ser Leu Gin Ala Phe Asn 

85 90 95 

lie Phe Ser Gin His Thr Phe Lys Tyr Trp Lys Glu Arg His Leu Lys 

100 105 110 

Gin lie Gin lie Gly Leu Asp Gin Gin Ala Glu Tyr Leu Asn Gin Cys 

115 120 125 

Leu Glu Glu Asp Glu Asn Glu Asn Glu Asp Met Lys Glu Met Lys Glu 
130 135 140 

Asn Glu Met Lys Pro Ser Glu Ala Arg Val Pro Gin Leu Ser Ser Leu 
145 150 155 160 

Glu Leu Arg Arg Tyr Phe His Arg lie Asp Asn Phe Leu Lys Glu Lys 

165 170 175 

Lys Tyr Ser Asp Cys Ala Trp Glu lie Val Arg Val Glu lie Arg Arg 

180 185 190 

Cys Leu Tyr Tyr Phe Tyr Lys Phe Thr Ala Leu Phe Arg Arg Lys 

195 200 205 



<210> 13 

<211> 9087 

<212> DNA 

<213> Homo sapiens 

<400> 13 

atggcgccgc cgccgccgcc cgtgctgccc gtgctgctgc tcctggccgc cgccgccgcc 60 
ctgccggcga tggggctgcg agcggccgcc tgggagccgc gcgtacccgg cgggacccgc 12 0 
gccttcgccc tccggcccgg ctgtacctac gcggtgggcg ccgcttgcac gccccgggcg 180 
ccgcgggagc tgctggacgt gggccgcgat gggcggctgg caggacgtcg gcgcgtctcg 24 0 
ggcgcggggc gcccgctgcc gctgcaagtc cgcttggtgg cccgcagtgc cccgacggcg 300 
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ctgagccgcc gcctgcgggc gcgcacgcac cttcccggct gcggagcccg tgcccggctc 360 
tgcggaaccg gtgcccggct ctgcggggcg ctctgcttcc ccgtccccgg cggctgcgcg 420 
gccgcgcagc attcggcgct cgcagctccg accaccttac ccgcctgccg ctgcccgccg 480 
cgccccaggc cccgctgtcc cggccgtccc atctgcctgc cgccgggcgg ctcggtccgc 540 
ctgcgtctgc tgtgcgccct gcggcgcgcg gctggcgccg tccgggtggg actggcgctg 600 
gaggccgcca ccgcggggac gccctccgcg tcgccatccc catcgccgcc cctgccgccg 660 
aacttgcccg aagcccgggc ggggccggcg cgacgggccc ggcggggcac gagcggcaga 72 0 
gggagcctga agtttccgat gcccaactac caggtggcgt tgtttgagaa cgaaccggcg 780 
ggcaccctca tcctccagct gcacgcgcac tacaccatcg agggcgagga ggagcgcgtg 84 0 
agctattaca tggaggggct gttcgacgag cgctcccggg gctacttccg aatcgactct 900 
gccacgggcg ccgtgagcac ggacagcgta ctggaccgcg agaccaagga gacgcacgtc 960 
ctcagggtga aagccgtgga ctacagtacg ccgccgcgct cggccaccac ctacatcact 102 0 
gtcttggtca aagacaccaa cgaccacagc ccggtcttcg agcagtcgga gtaccgcgag 1080 
cgcgtgcggg agaacctgga ggtgggctac gaggtgctga ccatccgcgc cagcgaccgc 114 0 
gactcgccca tcaacgccaa cttgcgttac cgcgtgttgg ggggcgcgtg ggacgtcttc 12 00 
cagctcaacg agagctctgg cgtggtgagc acacgggcgg tgctggaccg ggaggaggcg 1260 
gccgagtacc agctcctggt ggaggccaac gaccaggggc gcaatccggg cccgctcagt 1320 
gccacggcca ccgtgtacat cgaggtggag gacgagaa'cg acaactaccc ccagttcagc 1380 
gagcagaact acgtggtcca ggtgcccgag gacgtggggc tcaacacggc tgtgctgcga 144 0 
gtgcaggcca cggaccggga ccagggccag aacgcggcca ttcactacag catcctcagc 1500 
gggaacgtgg ccggccagtt ctacctgcac tcgctgagcg ggatcctgga tgtgatcaac 1560 
cccttggatt tcgaggatgt ccagaaatac tcgctgagca ttaaggccca ggatgggggc 1620 
cggcccccgc tcatcaattc ttcaggggtg gtgtctgtgc aggtgctgga tgtcaacgac 1680 
aacgagccta tctttgtgag cagccccttc caggccacgg tgctggagaa tgtgcccctg 1740 
ggctaccccg tggtgcacat tcaggcggtg gacgcggact ctggagagaa cgcccggctg 1800 
cactatcgcc tggtggacac ggcctccacc tttctggggg gcggcagcgc tgggcctaag 1860 
aatcctgccc ccacccctga cttccccttc cagatccaca acagctccgg ttggatcaca 1920 
gtgtgtgccg agctggaccg cgaggaggtg gagcactaca gcttcggggt ggaggcggtg 1980 
gaccacggct cgccccccat gagctcctcc accagcgtgt ccatcacggt gctggacgtg 2040 
aatgacaacg acccggtgtt cacgcagccc acctacgagc ttcgtctgaa tgaggatgcg 2100 
gccgtgggga gcagcgtgct gaccctgcag gcccgcgacc gtgacgccaa cagtgtgatt 2160 
acctaccagc tcacaggcgg caacacccgg aaccgctttg cactcagcag ccagagaggg 2220 
ggcggcctca tcaccctggc gctacctctg gactacaagc aggagcagca gtacgtgctg 2280 
gcggtgacag catccgacgg cacacggtcg cacactgcgc atgtcctaat caacgtcact 234 0 
gatgccaaca cccacaggcc tgtctttcag agctcccatt acacagtgag tgtcagtgag 24 00 
gacaggcctg tgggcacctc cattgctacc ctcagtgcca acgatgagga cacaggagag 2460 
aatgcccgca tcacctacgt gattcaggac cccgtgccgc agttccgcat tgaccccgac 2520 
agtggcacca tgtacaccat gatggagctg gactatgaga accaggtcgc ctacacgctg 2580 
accatcatgg cccaggacaa cggcatcccg cagaaatcag acaccaccac cctagagatc 2640 
ctcatcctcg atgccaatga caatgcaccc cagttcctgt gggatttcta ccagggttcc 2700 
atctttgagg atgctccacc ctcgaccagc atcctccagg tctctgccac ggaccgggac 2760 
tcaggtccca atgggcgtct gctgtacacc ttccagggtg gggacgacgg cgatggggac 2 82 0 
ttctacatcg agcccacgtc cggtgtgatt cgcacccagc gccggctgga ccgggagaat 2880 
gtggccgtgt acaacctttg ggctctggct gtggatcggg gcagtcccac tccccttagc 2940 
gcctcggtag aaatccaggt gaccatcttg gacattaatg acaatgcccc catgtttgag 3000 
aaggacgaac tggagctgtt tgttgaggag aacaacccag tggggtcggt ggtggcaaag 3 060 
attcgtgcta acgaccctga tgaaggccct aatgcccaga tcatgtatca gattgtggaa 312 0 
ggggacatgc ggcatttctt ccagctggac ctgctcaacg gggacctgcg tgccatggtg 3180 
gagctggact ttgaggtccg gcgggagtat gtgctggtgg tgcaggccac gtcggctccg 3240 
ctggtgagcc gagccacggt gcacatcctt ctcgtggacc agaatgacaa cccgcctgtg 3300 
ctgcccgact tccagatcct cttcaacaac tatgtcacca acaagtccaa cagtttcccc 3360 
accggcgtga tcggctgcat cccggcccat gaccccgacg tgtcagacag cctcaactac 3420 
accttcgtgc agggcaacga gctgcgcctg ttgctgctgg accccgccac gggcgaactg 3480 
cagctcagcc gcgacctgga caacaaccgg ccgctggagg cgctcatgga ggtgtctgtg 3540 
tctgcagatg gcatccacag cgtcacggcc ttctgcaccc tgcgtgtcac catcatcacg 3600 
gacgacatgc tgaccaacag catcactgtc cgcctggaga acatgtccca ggagaagttc 3660 
ctgtccccgc tgctggccct cttcgtggag ggggtggccg ccgtgctgtc caccaccaag 3720 



8 



gacgacgtct tcgtcttcaa cgtccagaac gacaccgacg tcagctccaa catcctgaac 3780 
gtgaccttct cggcgctgct gcctggcggc gtccgcggcc agttcttccc gtcggaggac 3840 
ctgcaggagc agatctacct gaatcggacg ctgctgacca ccatctccac gcagcgcgtg 3900 
ctgcccttcg acgacaacat ctgcctgcgc gagccctgcg agaactacat gaagtgcgtg 3960 
tccgttctgc gattcgacag ctccgcgccc ttcctcagct ccaccaccgt gctcttccgg 4020 
cccatccacc ccatcaacgg cctgcgctgc cgctgcccgc ccggcttcac cggcgactac 4080 
tgcgagacgg agatcgacct ctgctactcc gacccgtgcg gcgccaacgg ccgctgccgc 4140 
agccgcgagg gcggctacac ctgcgagtgc ttcgaggact tcactggaga gcactgtgag 42 00 
gtggatgccc gctcaggccg ctgtgccaac ggggtgtgca agaacggggg cacctgcgtg 42 60 
aacctgctca tcggcggctt ccactgcgtg tgtcctcctg gcgagtatga gaggccctac 4320 
tgtgaggtga ccaccaggag cttcccgccc cagtccttcg tcaccttccg gggcctgaga 43 80 
cagcgcttcc acttcaccat ctccctcacg tttgccactc aggaaaggaa cggcttgctt 4440 
ctctacaacg gccgcttcaa tgagaagcac gacttcatcg ccctggagat cgtggacgag 4500 
caggtgcagc tcaccttctc tgcaggtgca ggcgagacaa caacgaccgt ggcaccgaag 4560 
gttcccagtg gtgtgagtga cgggcggtgg cactctgtgc aggtgcagta ctacaacaag 4620 
gtaagatggg ccccaccact tccccctggc ccccagccca atattggcca cctgggcctg 4680 
ccccatgggc cgtccgggga aaagatggcc gtggtgacag tggatgattg tgacacaacc 4740 
atggctgtgc gctttggaaa ggacatcggg aactacagct gcgctgccca gggcactcag 4 800 
accggctcca agaagtccct ggatctgacc ggccctctac tcctgggggg tgtccccaac 4860 
ctgccagaag acttcccagt gcacaaccgg cagttcgtgg gctgcatgcg gaacctgtca 4920 
gtcgacggca aaaatgtgga catggccgga ttcatcgcca acaatggcac ccgggaaggc 4980 
tgcgctgctc ggaggaactt ctgcgatggg aggcggtgtc agaatggagg cacctgtgtc 5040 
aacaggtgga atatgtatct gtgtgagtgt ccactccgat tcggcgggaa gaactgtgag 5100 
caagccatgc ctcaccccca gctcttcagc ggtgagagcg tcgtgtcctg gagtgacctg 5160 
aacatcatca tctctgtgcc ctggtacctg gggctcatgt tccggacccg gaaggaggac 5220 
agcgttctga tggaggccac cagtggtggg cccaccagct ttcgcctcca gatcctgaac 52 80 
aactacctcc agtttgaggt gtcccacggc ccctccgatg tggagtccgt gatgctgtcc 5340 
gggttgcggg tgaccgacgg ggagtggcac cacctgctga tcgagctgaa gaatgttaag 5400 
gaggacagtg agatgaagca cctggtcacc atgaccttgg actatgggat ggaccagaac 5460 
aaggcagata tcgggggcat gcttcccggg ctgacggtaa ggagcgtggt ggtcggaggc 5520 
gcctctgaag acaaggtctc cgtgcgccgt ggattccgag gctgcatgca gggagtgagg 5580 
atggggggga cgcccaccaa cgtcgccacc ctgaacatga acaacgcact caaggtcagg 564 0 
gtgaaggacg gctgtgatgt ggacgacccc tgtacctcga gcccctgtcc ccccaatagc 5700 
cgctgccacg acgcctggga ggactacagc tgcgtctgtg acaaagggta ccttggaata 5760 
aactgtgtgg atgcctgtca cctgaacccc tgcgagaaca tgggggcctg cgtgcgctcc 5820 
cccggctccc cgcagggcta cgtgtgcgag tgtgggccca gtcactacgg gccgtactgt 5880 
gagaacaaac tcgaccttcc gtgccccaga ggctggtggg ggaaccccgt ctgtggaccc 5940 
tgccactgtg ccgtcagcaa aggctttgat cccgactgta ataagaccaa cggccagtgc 6000 
caatgcaagg agaattacta caagctccta gcccaggaca cctgtctgcc ctgcgactgc 6060 
ttcccccatg gctcccacag ccgcacttgc gacatggcca ccgggcagtg tgcctgcaag 6120 
cccggcgtca tcggccgcca gtgcaaccgc tgcgacaacc cgtttgccga ggtcaccacg 6180 
ctcggctgtg aagtgatcta caatggctgt cccaaagcat ttgaggccgg catctggtgg 6240 
ccacagacca agttcgggca gccggctgcg gtgccatgcc ctaagggatc cgttggaaat 6300 
gcggtccgac actgcagcgg ggagaagggc tggctgcccc cagagctctt taactgtacc 63 60 
accatctcct tcgtggacct cagggccatg aatgagaagc tgagccgcaa tgagacgcag 6420 
gtggacggcg ccagggccct gcagctggtg agggcgctgc gcagtgctac acagcacacg 64 80 
ggcacgctct ttggcaatga cgtgcgcacg gcctaccagc tgctgggcca cgtccttcag 6540 
cacgagagct ggcagcaggg cttcgacctg gcagccacgc aggacgccga ctttcacgag 6600 
gacgtcatcc actcgggcag cgccctcctg gccccagcca ccagggcggc gtgggagcag 6660 
atccagcgga gcgagggcgg cacggcacag ctgctccggc gcctcgaggg ctacttcagc 6720 
aacgtggcac gcaacgtgcg gcggacgtac ctgcggccct tcgtcatcgt caccgccaac 6780 
atggttcttg ctgtcgacat ctttgacaag ttcaacttta cgggagccag ggtcccgcga 6840 
ttcgacacca tccatgaaga gttccccagg gagctggagt cctccgtctc cttcccagcc 6900 
gacttcttca gaccacctga agaaaaagaa ggccccctgc tgaggccggc tggccggagg 6960 
accaccccgc agaccacgcg cccggggcct ggcaccgaga gggaggcccc gatcagcagg 7020 
cggaggcgac accctgatga cgctggccag ttcgccgtcg ctctggtcat catttaccgc 7080 
accctggggc agctcctgcc cgagcgctac gaccccgacc gtcgcagcct ccggttgcct 7140 
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caccggccca tcattaatac cccgatggtg agcacgctgg tgtacagcga gggggctccg 7200 
ctcccgagac ccctggagag gcccgtcctg gtggagttcg ccctgctgga ggtggaggag 7260 
cgaaccaagc ctgtctgcgt gttctggaac cactccctgg ccgttggtgg gacgggaggg 7320 
tggtctgccc ggggctgcga gctcctgtcc aggaaccgga cacatgtcgc ctgccagtgc 73 80 
agccacacag ccagctttgc ggtgctcatg gatatctcca ggcgtgagaa cggggaggtc 7440 
ctgcctctga agattgtcac ctatgccgct gtgtccttgt cactggcagc cctgctggtg 7500 
gccttcgtcc tcctgagcct ggtccgcatg ctgcgctcca acctgcacag cattcacaag 7560 
cacctcgccg tggcgctctt cctctctcag ctggtgttcg tgattgggat caaccagacg 7620 
gaaaacccgt ttctgtgcac agtggttgcc atcctcctcc actacatcta catgagcacc 7680 
tttgcctgga ccctcgtgga gagcctgcat gtctaccgca tgctgaccga ggtgcgcaac 7740 
atcgacacgg ggcccatgcg gttctactac gtcgtgggct ggggcatccc ggccattgtc 7800 
acaggactgg cggtcggcct ggacccccag ggctacggga accccgactt ctgctggctg 7860 
tcgcttcaag acaccctgat ttggagcttt gcggggccca tcggagctgt tataatcatc 7920 
aacacagtca cttctgtcct atctgcaaag gtttcctgcc aaagaaagca ccattattat 7980 
gggaaaaaag ggatcgtctc cctgctgagg accgcattcc tcctgctgct gctcatcagc 8040 
gccacctggc tgctggggct gctggctgtg aaccgcgatg cactgagctt tcactacctc 8100 
ttcgccatct tcagcggctt acagggcccc ttcgtcctcc ttttccactg cgtgctcaac 8160 
caggaggtcc ggaagcacct gaagggcgtg ctcggcggga ggaagctgca cctggaggac 8220 
tccgccacca ccagggccac cctgctgacg cgctccctca actgcaacac caccttcggt 8280 
gacgggcctg acatgctgcg cacagacttg ggcgagtcca ccgcctcgct ggacagcatc 8340 
gtcagggatg aagggatcca gaagctcggc gtgtcctctg ggctggtgag gggcagccac 84 00 
ggagagccag acgcgtccct catgcccagg agctgcaagg atccccctgg ccacgattcc 8460 
gactcagata gcgagctgtc cctggatgag cagagcagct cttacgcctc ctcacactcg 8520 
tcagacagcg aggacgatgg ggtgggagct gaggaaaaat gggacccggc caggggcgcc 8580 
gtccacagca cccccaaagg ggacgctgtg gccaaccacg ttccggccgg ctggcccgac 8640 
cagagcctgg ctgagagtga cagtgaggac cccagcggca agccccgcct gaaggtggag 8700 
accaaggtca gcgtggagct gcaccgcgag gagcagggca gtcaccgtgg agagtacccc 8760 
ccggaccagg agagcggggg cgcagccagg cttgctagca gccagccccc agagcagagg 8820 
agcatcttga aaaataaagt cacctacccg ccgccgctga cgctgacgga gcagacgctg 8880 
aagggccggc tccgggagaa gctggccgac tgtgagcaga gccccacatc ctcgcgcacg 894 0 
tcttccctgg gctctggcgg ccccgactgc gccatcacag tcaagagccc tgggagggag 9000 
ccggggcgtg accacctcaa cggggtggcc atgaatgtgc gcactgggag cgcccaggcc 9060 
gatggctccg actctgagaa accgtga 9087 



<210> 14 
<211> 3028 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Ala Pro Pro Pro Pro Pro Val Leu Pro Val Leu Leu Leu Leu Ala 
1 5 10 15 

Ala Ala Ala Ala Leu Pro Ala Met Gly Leu Arg Ala Ala Ala Trp Glu 

20 25 30 

Pro Arg Val Pro Gly Gly Thr Arg Ala Phe Ala Leu Arg Pro Gly Cys 

35 40 45 

Thr Tyr Ala Val Gly Ala Ala Cys Thr Pro Arg Ala Pro Arg Glu Leu 
50 55 60 

Leu Asp Val Gly Arg Asp Gly Arg Leu Ala Gly Arg Arg Arg Val Ser 
65 70 75 80 

Gly Ala Gly Arg Pro Leu Pro Leu Gin Val Arg Leu Val Ala Arg Ser 
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85 



90 



95 



Ala Pro Thr Ala 

100 

Gly Cys Gly Ala 

115 

Gly Ala .Leu Cys 
130 

Ser Ala Leu Ala 
145 

Arg Pro Arg Pro 



Gly Ser Val Arg 

180 

Ala Val Arg Val 

195 

Ser Ala Ser Pro 
210 

Ala Arg Ala Gly 
225 

Gly Ser Leu Lys 



Asn Glu Pro Ala 

260 

lie Glu Gly Glu 
275 

Asp Glu Arg Ser 
290 

Val Ser Thr Asp 
305 

Leu Arg Val Lys 



Thr Tyr lie Thr 

340 

Phe Glu Gin Ser 
355 

Gly Tyr Glu Val 
370 

Asn Ala Asn Leu 



Leu Ser Arg Arg 



Arg Ala Arg Leu 

120 

Phe Pro Val Pro 

135 

Ala Pro Thr Thr 
150 

Arg Cys Pro Gly 
165 

Leu Arg Leu Leu 



Gly Leu Ala Leu 

200 

Ser Pro Ser Pro 

215 

Pro Ala Arg Arg 
230 

Phe Pro Met Pro 
245 

Gly Thr Leu lie 



Glu Glu Arg Val 

280 

Arg Gly Tyr Phe 

295 

Ser Val Leu Asp 
310 

Ala Val Asp Tyr 
325 

Val Leu Val Lys 



Glu Tyr Arg Glu 

360 

Leu Thr He Arg 

375 

Arg Tyr Arg Val 



Leu Arg Ala Arg 
105 

Cys Gly Thr Gly 



Gly Gly Cys Ala 

140 

Leu Pro Ala Cys 

155 

Arg Pro He Cys 
170 

Cys Ala Leu Arg 
185 

Glu Ala Ala Thr 



Pro Leu Pro Pro 

220 

Ala Arg Arg Gly 

235 

Asn Tyr Gin Val 
250 

Leu Gin Leu His 
265 

Ser Tyr Tyr Met 



Arg He Asp Ser 

300 

Arg Glu Thr Lys 

315 

Ser Thr Pro Pro 
330 

Asp Thr Asn Asp 
345 

Arg Val Arg Glu 



Ala Ser Asp Arg 

380 

Leu Gly Gly Ala 
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Thr His Leu Pro 
110 

Ala Arg Leu Cys 
125 

Ala Ala Gin His 



Arg Cys Pro Pro 

160 

Leu Pro Pro Gly 

175 

Arg Ala Ala Gly 
190 

Ala Gly Thr Pro 
205 

Asn Leu Pro Glu 



Thr Ser Gly Arg 

240 

Ala Leu Phe Glu 

255 

Ala His Tyr Thr 
270 

Glu Gly Leu Phe 
285 

Ala Thr Gly Ala 



Glu Thr His Val 

320 

Arg Ser Ala Thr 

335 

His Ser Pro Val 
350 

Asn Leu Glu Val 
365 

Asp Ser Pro He 



Trp Asp Val Phe 



385 



390 



395 



400 



Gin Leu Asn Glu Ser Ser Gly Val Val Ser Thr Arg Ala Val Leu Asp 

405 410 415 

Arg Glu Glu Ala Ala Glu Tyr Gin Leu Leu Val Glu Ala Asn Asp Gin 

420 425 430 

Gly Arg Asn Pro Gly Pro Leu Ser Ala Thr Ala Thr Val Tyr lie Glu 
435 440 445 

Val Glu Asp Glu Asn Asp Asn Tyr Pro Gin Phe Ser Glu Gin Asn Tyr 
450 455 460 

Val Val Gin Val Pro Glu Asp Val Gly Leu Asn Thr Ala Val Leu Arg 
465 470 475 480 

Val Gin Ala Thr Asp Arg Asp Gin Gly Gin Asn Ala Ala lie His Tyr 

485 490 495 

Ser lie Leu Ser Gly Asn Val Ala Gly Gin Phe Tyr Leu His Ser Leu 

500 505 510 

Ser Gly lie Leu Asp Val lie Asn Pro Leu Asp Phe Glu Asp Val Gin 
515 520 525 

Lys Tyr Ser Leu Ser lie Lys Ala Gin Asp Gly Gly Arg Pro Pro Leu 
530 535 540 

He Asn Ser Ser Gly Val Val Ser Val Gin Val Leu Asp Val Asn Asp 
545 550 555 560 

Asn Glu Pro He Phe Val Ser Ser Pro Phe Gin Ala Thr Val Leu Glu 

565 570 575 

Asn Val Pro Leu Gly Tyr Pro Val Val His He Gin Ala Val Asp Ala 

580 585 590 

Asp Ser Gly Glu Asn Ala Arg Leu His Tyr Arg Leu Val Asp Thr Ala 

595 600 605 

Ser Thr Phe Leu Gly Gly Gly Ser Ala Gly Pro Lys Asn Pro Ala Pro 
610 615 620 

Thr Pro Asp Phe Pro Phe Gin He His Asn Ser Ser Gly Trp He Thr 
625 630 635 640 

Val Cys Ala Glu Leu Asp Arg Glu Glu Val Glu His Tyr Ser Phe Gly 

645 650 655 

Val Glu Ala Val Asp His Gly Ser Pro Pro Met Ser Ser Ser Thr Ser 

660 665 670 

Val Ser He Thr Val Leu Asp Val Asn Asp Asn Asp Pro Val Phe Thr 

675 680 685 

Gin Pro Thr Tyr Glu Leu Arg Leu Asn Glu Asp Ala Ala Val Gly Ser 
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690 



695 



700 



Ser Val Leu Thr 
705 

Thr Tyr Gin Leu 



Ser Gin Arg Gly 

740 

Lys Gin Glu Gin 
755 

Arg Ser His Thr 
770 

His Arg Pro Val 
785 

Asp Arg Pro Val 



Asp Thr Gly Glu 

820 

Pro Gin Phe Arg 
835 

Glu Leu Asp Tyr 
850 

Gin Asp Asn Gly 
865 

Leu lie Leu Asp 



Tyr Gin Gly Ser 

900 

Gin Val Ser Ala 

915 

Tyr Thr Phe Gin 
930 

Pro Thr Ser Gly 
945 

Val Ala Val Tyr 



Thr Pro Leu Ser 

980 

Asn Asp Asn Ala 



Leu Gin Ala Arg 
710 

Thr Gly Gly Asn 
725 

Gly Gly Leu lie 



Gin Tyr Val Leu 

760 

Ala His Val Leu 

775 

Phe Gin Ser Ser 
790 

Gly Thr Ser lie 
805 

Asn Ala Arg lie 



lie Asp Pro Asp 

840 

Glu Asn Gin Val 

855 

lie Pro Gin Lys 
870 

Ala Asn Asp Asn 
885 

lie Phe Glu Asp 



Thr Asp Arg Asp 

920 

Gly Gly Asp Asp 

935 

Val lie Arg Thr 
950 

Asn Leu Trp Ala 
965 

Ala Ser Val Glu 



Pro Met Phe Glu 



Asp Arg Asp Ala 

715 

Thr Arg Asn Arg 
730 

Thr Leu Ala Leu 
745 

Ala Val Thr Ala 



lie Asn Val Thr 

780 

His Tyr Thr Val 

795 

Ala Thr Leu Ser 
810 

Thr Tyr Val lie 
825 

Ser Gly Thr Met 



Ala Tyr Thr Leu 

860 

Ser Asp Thr Thr 

875 

Ala Pro Gin Phe 
890 

Ala Pro Pro Ser 
905 

Ser Gly Pro Asn 



Gly Asp Gly Asp 

940 

Gin Arg Arg Leu 

955 

Leu Ala Val Asp 
970 

lie Gin Val Thr 
985 

Lys Asp Glu Leu 



Asn Ser Val lie 

720 

Phe Ala Leu Ser 
735 

Pro Leu Asp Tyr 
750 

Ser Asp Gly Thr 
765 

Asp Ala Asn Thr 



Ser Val Ser Glu 

800 

Ala Asn Asp Glu 

815 

Gin Asp Pro Val 
830 

Tyr Thr Met Met 
845 

Thr lie Met Ala 



Thr Leu Glu lie 

880 

Leu Trp Asp Phe 

895 

Thr Ser lie Leu 
910 

Gly Arg Leu Leu 
925 

Phe Tyr lie Glu 



Asp Arg Glu Asn 

960 

Arg Gly Ser Pro 

975 

lie Leu Asp lie 
990 

Glu Leu Phe Val 
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995 



1000 



1005 



Glu Glu Asn Asn Pro Val Gly Ser Val Val Ala Lys lie Arg Ala Asn 
1010 1015 1020 

Asp Pro Asp Glu Gly Pro Asn Ala Gin lie Met Tyr Gin lie Val Glu 
1025 1030 1035 1040 

Gly Asp Met Arg His Phe Phe Gin Leu Asp Leu Leu Asn Gly Asp Leu 

1045 1050 1055 

Arg Ala Met Val Glu Leu Asp Phe Glu Val Arg Arg Glu Tyr Val Leu 

1060 1065 1070 

Val Val Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala Thr Val His 
1075 1080 1085 

lie Leu Leu Val Asp Gin Asn Asp Asn Pro Pro Val Leu Pro Asp Phe 
1090 1095 1100 

Gin lie Leu Phe Asn Asn Tyr Val Thr Asn Lys Ser Asn Ser Phe Pro 
1105 1110 1115 1120 

Thr Gly Val He Gly Cys He Pro Ala His Asp Pro Asp Val Ser Asp 

1125 1130 1135 

Ser Leu Asn Tyr Thr Phe Val Gin Gly Asn Glu Leu Arg Leu Leu Leu 

1140 1145 1150 

Leu Asp Pro Ala Thr Gly Glu Leu Gin Leu Ser Arg Asp Leu Asp Asn 
1155 1160 1165 

Asn Arg Pro Leu Glu Ala Leu Met Glu Val Ser Val Ser Ala Asp Gly 
1170 1175 1180 

He His Ser Val Thr Ala Phe Cys Thr Leu Arg Val Thr He He Thr 
1185 1190 1195 1200 

Asp Asp Met Leu Thr Asn Ser lie Thr Val Arg Leu Glu Asn Met Ser 

1205 1210 1215 

Gin Glu Lys Phe Leu Ser Pro Leu Leu Ala Leu Phe Val Glu Gly Val 

1220 1225 1230 

Ala Ala Val Leu Ser Thr Thr Lys Asp Asp Val Phe Val Phe Asn Val 
1235 1240 1245 

Gin Asn Asp Thr Asp Val Ser Ser Asn He Leu Asn Val Thr Phe Ser 
1250 1255 1260 

Ala Leu Leu Pro Gly Gly Val Arg Gly Gin Phe Phe Pro Ser Glu Asp 
1265 1270 1275 1280 

Leu Gin Glu Gin He Tyr Leu Asn Arg Thr Leu Leu Thr Thr He Ser 

1285 1290 1295 

Thr Gin Arg Val Leu Pro Phe Asp Asp Asn He Cys Leu Arg Glu Pro 
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1300 



1305 



1310 



Cys Glu Asn Tyr Met Lys Cys Val Ser Val Leu Arg Phe Asp Ser Ser 
1315 1320 1325 

Ala Pro Phe Leu Ser Ser Thr Thr Val Leu Phe Arg Pro lie His Pro 
1330 1335 1340 

lie Asn Gly Leu Arg Cys Arg Cys Pro Pro Gly Phe Thr Gly Asp Tyr 
1345 1350 1355 1360 

Cys Glu Thr Glu lie Asp Leu Cys Tyr Ser Asp Pro Cys Gly Ala Asn 

1365 1370 1375 

Gly Arg Cys Arg Ser Arg Glu Gly Gly Tyr Thr Cys Glu Cys Phe Glu 

1380 1385 1390 

Asp Phe Thr Gly Glu His Cys Glu Val Asp Ala Arg Ser Gly Arg Cys 
1395 1400 1405 

Ala Asn Gly Val Cys Lys Asn Gly Gly Thr Cys Val Asn Leu Leu lie 
1410 1415 1420 

Gly Gly Phe His Cys Val Cys Pro Pro Gly Glu Tyr Glu Arg Pro Tyr 
1425 1430 1435 1440 

Cys Glu Val Thr Thr Arg Ser Phe Pro Pro Gin Ser Phe Val Thr Phe 

1445 1450 1455 

Arg Gly Leu Arg Gin Arg Phe His Phe Thr lie Ser Leu Thr Phe Ala 

1460 1465 1470 

Thr Gin Glu Arg Asn Gly Leu Leu Leu Tyr Asn Gly Arg Phe Asn Glu 
1475 1480 1485 

Lys His Asp Phe lie Ala Leu Glu lie Val Asp Glu Gin Val Gin Leu 
1490 1495 1500 

Thr Phe Ser Ala Gly Ala Gly Glu Thr Thr Thr Thr Val Ala Pro Lys 
1505 1510 1515 1520 

Val Pro Ser Gly Val Ser Asp Gly Arg Trp His Ser Val Gin Val Gin 

1525 1530 1535 

Tyr Tyr Asn Lys Val Arg Trp Ala Pro Pro Leu Pro Pro Gly Pro Gin 

1540 1545 1550 

Pro Asn lie Gly His Leu Gly Leu Pro His Gly Pro Ser Gly Glu Lys 
1555 1560 1565 

Met Ala Val Val Thr Val Asp Asp Cys Asp Thr Thr Met Ala Val Arg 
1570 1575 1580 

Phe Gly Lys Asp lie Gly Asn Tyr Ser Cys Ala Ala Gin Gly Thr Gin 
1585 1590 1595 1600 

Thr Gly Ser Lys Lys Ser Leu Asp Leu Thr Gly Pro Leu Leu Leu Gly 
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1605 



1610 



1615 



Gly Val Pro Asn Leu Pro Glu Asp Phe Pro Val His Asn Arg Gin Phe 

1620 1625 1630 

Val Gly Cys Met Arg Asn Leu Ser Val Asp Gly Lys Asn Val Asp Met 
1635 1640 1645 

Ala Gly Phe lie Ala Asn Asn Gly Thr Arg Glu Gly Cys Ala Ala Arg 
1650 1655 1660 

Arg Asn Phe Cys Asp Gly Arg Arg "Cys Gin Asn Gly Gly Thr Cys Val 
1665 1670 1675 1680 

Asn Arg Trp Asn Met Tyr Leu Cys Glu Cys Pro Leu Arg Phe Gly Gly 

1685 1690 1695 

Lys Asn Cys Glu Gin Ala Met Pro His Pro Gin Leu Phe Ser Gly Glu 

1700 1705 1710 

Ser Val Val Ser Trp Ser Asp Leu Asn lie lie lie Ser Val Pro Trp 
1715 1720 1725 

Tyr Leu Gly Leu Met Phe Arg Thr Arg Lys Glu Asp Ser Val Leu Met 
1730 1735 1740 

Glu Ala Thr Ser Gly Gly Pro Thr Ser Phe Arg Leu Gin lie Leu Asn 
1745 1750 1755 1760 

Asn Tyr Leu Gin Phe Glu Val Ser His Gly Pro Ser Asp Val Glu Ser 

1765 1770 1775 

Val Met Leu Ser Gly Leu Arg Val Thr Asp Gly Glu Trp His His Leu 

1780 1785 1790 



Leu lie Glu Leu Lys Asn Val Lys Glu Asp Ser Glu Met Lys His Leu 

1795 1800 1805 

Val Thr Met Thr Leu Asp Tyr Gly Met Asp Gin Asn Lys Ala Asp lie 
1810 1815 1820 

Gly Gly Met Leu Pro Gly Leu Thr Val Arg Ser Val Val Val Gly Gly 
1825 1830 1835 1840 

Ala Ser Glu Asp Lys Val Ser Val Arg Arg Gly Phe Arg Gly Cys Met 

1845 1850 1855 

Gin Gly Val Arg Met Gly Gly Thr Pro Thr Asn Val Ala Thr Leu Asn 

1860 1865 1870 

Met Asn Asn Ala Leu Lys Val Arg Val Lys Asp Gly Cys Asp Val Asp 
1875 1880 1885 

Asp Pro Cys Thr Ser Ser Pro Cys Pro Pro Asn Ser Arg Cys His Asp 
1890 1895 1900 

Ala Trp Glu Asp Tyr Ser Cys Val Cys Asp Lys Gly Tyr Leu Gly lie 
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1905 



1910 



1915 



1920 



Asn Cys Val Asp Ala Cys His Leu Asn Pro Cys Glu Asn Met Gly Ala 

1925 1930 1935 

Cys Val Arg Ser Pro Gly Ser Pro Gin Gly Tyr Val Cys Glu Cys Gly 

1940 1945 1950 

Pro Ser His Tyr Gly Pro Tyr Cys Glu Asn Lys Leu Asp Leu Pro Cys 
1955 1960 1965 

Pro Arg Gly Trp Trp Gly Asn Pro Val Cys Gly Pro Cys His Cys Ala 
1970 1975 1980 

Val Ser Lys Gly Phe Asp Pro Asp Cys Asn Lys Thr Asn Gly Gin Cys 
1985 1990 1995 2000 

Gin Cys Lys Glu Asn Tyr Tyr Lys Leu Leu Ala Gin Asp Thr Cys Leu 

2005 2010 2015 

Pro Cys Asp Cys Phe Pro His Gly Ser His Ser Arg Thr Cys Asp Met 

2020 2025 2030 

Ala Thr Gly Gin Cys Ala Cys Lys Pro Gly Val lie Gly Arg Gin Cys 
2035 2040 2045 

Asn Arg Cys Asp Asn Pro Phe Ala Glu Val Thr Thr Leu Gly Cys Glu 
2050 2055 2060 

Val lie Tyr Asn Gly Cys Pro Lys Ala Phe Glu Ala Gly lie Trp Trp 
2065 2070 2075 2080 

Pro Gin Thr Lys Phe Gly Gin Pro Ala Ala Val Pro Cys Pro Lys Gly 

2085 2090 2095 

Ser Val Gly Asn Ala Val Arg His Cys Ser Gly Glu Lys Gly Trp Leu 

2100 2105 2110 

Pro Pro Glu Leu Phe Asn Cys Thr Thr lie Ser Phe Val Asp Leu Arg 
2115 2120 2125 

Ala Met Asn Glu Lys Leu Ser Arg Asn Glu Thr Gin Val Asp Gly Ala 
2130 2135 2140 

Arg Ala Leu Gin Leu Val Arg Ala Leu Arg Ser Ala Thr Gin His Thr 
2145 2150 2155 2160 

Gly Thr Leu Phe Gly Asn Asp Val Arg Thr Ala Tyr Gin Leu Leu Gly 

2165 2170 2175 

His Val Leu Gin His Glu Ser Trp Gin Gin Gly Phe Asp Leu Ala Ala 

2180 2185 2190 

Thr Gin Asp Ala Asp Phe His Glu Asp Val lie His Ser Gly Ser Ala 
2195 2200 2205 



Leu Leu Ala Pro Ala Thr Arg Ala Ala Trp Glu Gin lie Gin Arg Ser 
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2210 2215 2220 

Glu Gly Gly Thr Ala Gin Leu Leu Arg Arg Leu Glu Gly Tyr Phe Ser 
2225 2230 2235 2240 

Asn Val Ala Arg Asn Val Arg Arg Thr Tyr Leu Arg Pro Phe Val lie 

2245 2250 2255 

Val Thr Ala Asn Met Val Leu Ala Val Asp lie Phe Asp Lys Phe Asn 

2260 2265 2270 

Phe Thr Gly Ala Arg Val Pro Arg Phe Asp Thr lie His Glu Glu Phe 
2275 2280 2285 

Pro Arg Glu Leu Glu Ser Ser Val Ser Phe Pro Ala Asp Phe Phe Arg 
2290 2295 2300 

Pro Pro Glu Glu Lys Glu Gly Pro Leu Leu Arg Pro Ala Gly Arg Arg 
2305 2310 2315 2320 

Thr Thr Pro Gin Thr Thr Arg Pro Gly Pro Gly Thr Glu Arg Glu Ala 

2325 2330 2335 

Pro lie Ser Arg Arg Arg Arg His Pro Asp Asp Ala Gly Gin Phe Ala 

2340 2345 2350 

Val Ala Leu Val lie lie Tyr Arg Thr Leu Gly Gin Leu Leu Pro Glu 
2355 2360 2365 

Arg Tyr Asp Pro Asp Arg Arg Ser Leu Arg Leu Pro His Arg Pro lie 
2370 2375 2380 

lie Asn Thr Pro Met Val Ser Thr Leu Val Tyr Ser Glu Gly Ala Pro 
2385 2390 2395 2400 

Leu Pro Arg Pro Leu Glu Arg Pro Val Leu Val Glu Phe Ala Leu Leu 

2405 2410 2415 

Glu Val Glu Glu Arg Thr Lys Pro Val Cys Val Phe Trp Asn His Ser 

2420 2425 2430 

Leu Ala Val Gly Gly Thr Gly Gly Trp Ser Ala Arg Gly Cys Glu Leu 
2435 2440 2445 

Leu Ser Arg Asn Arg Thr His Val Ala Cys Gin Cys Ser His Thr Ala 
2450 2455 2460 

Ser Phe Ala Val Leu Met Asp lie Ser Arg Arg Glu Asn Gly Glu Val 
2465 2470 2475 2480 

Leu Pro Leu Lys lie Val Thr Tyr Ala Ala Val Ser Leu Ser Leu Ala 

2485 2490 2495 

Ala Leu Leu Val Ala Phe Val Leu Leu Ser Leu Val Arg Met Leu Arg 

2500 2505 2510 

Ser Asn Leu His Ser lie His Lys His Leu Ala Val Ala Leu Phe Leu 
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2515 



2520 



2525 



Ser Gin Leu Val Phe Val lie Gly lie Asn Gin Thr Glu Asn Pro Phe 
2530 2535 2540 

Leu Cys Thr Val Val Ala lie Leu Leu His Tyr lie Tyr Met Ser Thr 
2545 2550 2555 2560 

Phe Ala Trp Thr Leu Val Glu Ser Leu His Val Tyr Arg Met Leu Thr 

2565 2570 2575 

Glu Val Arg Asn lie Asp Thr Gly Pro Met Arg Phe Tyr Tyr Val Val 

2580 2585 2590 

Gly Trp Gly lie Pro Ala lie Val Thr Gly Leu Ala Val Gly Leu Asp 
2595 2600 2605 

Pro Gin Gly Tyr Gly Asn Pro Asp Phe Cys Trp Leu Ser Leu Gin Asp 
2610 2615 2620 

Thr Leu lie Trp Ser Phe Ala Gly Pro lie Gly Ala Val lie lie lie 
2625 2630 2635 2640 

Asn Thr Val Thr Ser Val Leu Ser Ala Lys Val Ser Cys Gin Arg Lys 

2645 2650 2655 

His His Tyr Tyr Gly Lys Lys Gly lie Val Ser Leu Leu Arg Thr Ala 

2660 2665 2670 

Phe Leu Leu Leu Leu Leu lie Ser Ala Thr Trp Leu Leu Gly Leu Leu 
2675 2680 2685 

Ala Val Asn Arg Asp Ala Leu Ser Phe His Tyr Leu Phe Ala lie Phe 
2690 2695 2700 

Ser Gly Leu Gin Gly Pro Phe Val Leu Leu Phe His Cys Val Leu Asn 

2705 2710 2715 2720 

Gin Glu Val Arg Lys His Leu Lys Gly Val Leu Gly Gly Arg Lys Leu 

2725 2730 2735 

His Leu Glu Asp Ser Ala Thr Thr Arg Ala Thr Leu Leu Thr Arg Ser 

2740 2745 2750 

Leu Asn Cys Asn Thr Thr Phe Gly Asp Gly Pro Asp Met Leu Arg Thr 
2755 2760 2765 

Asp Leu Gly Glu Ser Thr Ala Ser Leu Asp Ser lie Val Arg Asp Glu 
2770 2775 2780 

Gly lie Gin Lys Leu Gly Val Ser Ser Gly Leu Val Arg Gly Ser His 
2785 2790 2795 2800 

Gly Glu Pro Asp Ala Ser Leu Met Pro Arg Ser Cys Lys Asp Pro Pro 

2805 2810 2815 

Gly His Asp Ser Asp Ser Asp Ser Glu Leu Ser Leu Asp Glu Gin Ser 
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2820 



2825 



2830 



Ser Ser Tyr Ala Ser Ser His Ser Ser Asp Ser Glu Asp Asp Gly Val 
2835 2840 2845 

Gly Ala Glu Glu Lys Trp Asp Pro Ala Arg Gly Ala Val His Ser Thr 
2850 2855 2860 

Pro Lys Gly Asp Ala Val Ala Asn His Val Pro Ala Gly Trp Pro Asp 
2865 2870 2875 2880 

Gin Ser Leu Ala Glu Ser Asp Ser Glu Asp Pro Ser Gly Lys Pro Arg 

2885 2890 2895 

Leu Lys Val Glu Thr Lys Val Ser Val Glu Leu His Arg Glu Glu Gin 

2900 2905 2910 

Gly Ser His Arg Gly Glu Tyr Pro Pro Asp Gin Glu Ser Gly Gly Ala 
2915 2920 2925 

Ala Arg Leu Ala Ser Ser Gin Pro Pro Glu Gin Arg Ser lie Leu Lys 
2930 2935 2940 

Asn Lys Val Thr Tyr Pro Pro Pro Leu Thr Leu Thr Glu Gin Thr Leu 
2945 2950 2955 2960 

Lys Gly Arg Leu Arg Glu Lys Leu Ala Asp Cys Glu Gin Ser Pro Thr 

2965 2970 2975 

Ser Ser Arg Thr Ser Ser Leu Gly Ser Gly Gly Pro Asp Cys Ala lie 

2980 2985 2990 

Thr Val Lys Ser Pro Gly Arg Glu Pro Gly Arg Asp His Leu Asn Gly 
2995 3000 3005 

Val Ala Met Asn Val Arg Thr Gly Ser Ala Gin Ala Asp Gly Ser Asp 
3010 3015 3020 

i 

Ser Glu Lys Pro 
3025 



<210> 15 
<211> 948 
<212> DNA 

<213> Homo sapiens 
<400> 15 

tgaccctccc ctgcctgatg ggctctgtgc ccaggaaccc aggcgagtcc gccccaccca 60 
atgcccctgc tgcccagccg gtctctcctg gtgcccctga gctctgggaa gaccctcgtc 120 
cgtccccctc atgagcccgg cacggggcgt gagctggtgg gcatcactgg gggctgcgac 180 
gtctcggcca ggaggcaccc ctggcaggtc agcctgaggt tctacagcat gaagaagggt 240 
ctgtgggagc ccatctgtgg gggctccctc atccacccag agtgggtgct gaccgccgcc 300 
cactgccttg ggcctgagga gttggaggct tgcgcgttta gagtgcaggt ggggcagctg 360 
aggctctatg aggacgacca gcggacgaag gtggttgaga tcgtccgtca cccccagtac 420 
aacgagagcc tgtctgccca gggcggtgcg gacatcgccc tgctgaagct ggaggccccg 480 
gtgccgctgt ctgagctcat ccacccggtc tcgctcccgt ctgcctccct ggacgtgccc 540 
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tcggggaaga cctgctgggt gaccggctgg ggtgtcattg gacgtggaga actactgccc 600 
tggcccctca gcttgtggga ggcgacggtg aaggtcagga gcaacgtcct ctgtaaccag 660 
acctgtcgcc gccgctttcc ttccaaccac actgagcggt ttgagcggct catcaaggac 720 
gacatgctgt gtgccgggga cgagcgccat ctctccccac agggcgacaa cgggggcccc 780 
ctcctgtgca ggcggaattg cacctgggtc caggtggagg tggtgagctg gggcaaactc 840 
tgcggccttc gcggctatcc cggcatgtac acccgcgtga cgagctacgt gtcctggatc 900 
cgccagtacg tcccgccgtt ccccagacgc tagctggggt gcagtggg 94 8 



<210> 16 
<211> 290 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Pro Leu Leu Pro Ser Arg Ser Leu Leu Val Pro Leu Ser Ser Gly 
15 10 15 

Lys Thr Leu Val Arg Pro Pro His Glu Pro Gly Thr Gly Arg Glu Leu 

20 25 30 

Val Gly lie Thr Gly Gly Cys Asp Val Ser Ala Arg Arg His Pro Trp 

35 40 45 

Gin Val Ser Leu Arg Phe Tyr Ser Met Lys Lys Gly Leu Trp Glu Pro 
50 55 60 

He Cys Gly Gly Ser Leu He His Pro Glu Trp Val Leu Thr Ala Ala 

65 70 75 80 

His Cys Leu Gly Pro Glu Glu Leu Glu Ala Cys Ala Phe Arg Val Gin 

85 90 95 

Val Gly Gin Leu Arg Leu Tyr Glu Asp Asp Gin Arg Thr Lys Val Val 

100 105 110 

Glu He Val Arg His Pro Gin Tyr Asn Glu Ser Leu Ser Ala Gin Gly 

115 120 125 

Gly Ala Asp He Ala Leu Leu Lys Leu Glu Ala Pro Val Pro Leu Ser 
130 ~ 135 140 

Glu Leu He His Pro Val Ser Leu Pro Ser Ala Ser Leu Asp Val Pro 
145 150 155 160 

Ser Gly Lys Thr Cys Trp Val Thr Gly Trp Gly Val He Gly Arg Gly 

165 170 175 

Glu Leu Leu Pro Trp Pro Leu Ser Leu Trp Glu Ala Thr Val Lys Val 

180 185 190 

Arg Ser Asn Val Leu Cys Asn Gin Thr Cys Arg Arg Arg Phe Pro Ser 

195 200 205 

Asn His Thr Glu Arg Phe Glu Arg Leu He Lys Asp Asp Met Leu Cys 
210 215 220 




Ala Gly Asp Glu 
225 

Leu Leu Cys Arg 



Trp Gly Lys Leu 

260 

Val Thr Ser Tyr 

275 

Arg Arg 
290 



Arg His Leu Ser 
230 

Arg Asn Cys Thr 
245 

Cys Gly Leu Arg 



Val Ser Trp lie 

280 



Pro Gin Gly Asp 
235 

Trp Val Gin Val 
250 

Gly Tyr Pro Gly 
265 

Arg Gin Tyr Val 



Asn Gly Gly Pro 

240 

Glu Val Val Ser 

255 

Met Tyr Thr Arg 
270 

Pro Pro Phe Pro 
285 



<210> 17 

<211> 542 

<212> DNA 

<213> Homo sapiens 

<400> 17 

tatgccatgt atacgaattc gagctcctac cagactggcc cgaatcatga gttctacaag 60 
aacgccgacg tccggccccc cttcacctac gcctccctca tccgccaggc catcctggaa 12 0 
acccctgaca ggcagctgac cctgaatgag atctataact ggttcaccag gatgttcgcc 180 
tatttccgca gaaacactgc cacctggaag aacgccgtgc gccacaacct cagcctgcac 240 
aagtgcttcg tccgcgtgga gaacgtcaag ggtgccgtgt ggactgtgga cgagcgggag 300 
tatcagaagc ggagaccgcc aaagatgaca gggtatgtgg gtccagagct ggatgggctg 360 
tacctgccca gggggcagga gccaactcac ccccaccccc tacctctcca gggtacacat 420 
gtgcaccaga tccttcctgg ctgggggaag gggtgtgggg agaaaggagc agaggagact 480 
agtgcttggg gacagggggc tggaatccgg aagtgatgga taatcagaag gcagacattt 54 0 
at 542 



<210> 18 

<211> 169 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Tyr Thr Asn Ser Ser Ser Tyr Gin Thr Gly Pro Asn His Glu Phe 
15 10 15 

Tyr Lys Asn Ala Asp Val Arg Pro Pro Phe Thr Tyr Ala Ser Leu lie 

20 25 30 

Arg Gin Ala lie Leu Glu Thr Pro Asp Arg Gin Leu Thr Leu Asn Glu 

35 40 45 

lie Tyr Asn Trp Phe Thr Arg Met Phe Ala Tyr Phe Arg Arg Asn Thr 
50 55 60 

Ala Thr Trp Lys Asn Ala Val Arg His Asn Leu Ser Leu His Lys Cys 
65 70 75 80 

Phe Val Arg Val Glu Asn Val Lys Gly Ala Val Trp Thr Val Asp Glu 

85 90 95 
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Arg Glu Tyr Gin 

100 

Pro Glu Leu Asp 

115 

Pro His Pro Leu 
130 

Gly Trp Gly Lys 
145 

Trp Gly Gin Gly 



Lys Arg Arg Pro 



Gly Leu Tyr Leu 

120 

Pro Leu Gin Gly 

135 

Gly Cys Gly Glu 
150 

Ala Gly lie Arg 
165 



Pro Lys Met Thr 
105 

Pro Arg Gly Gin 



Thr His Val His 

140 

Lys Gly Ala Glu 

155 

Lys 



Gly Tyr Val Gly 
110 

Glu Pro Thr His 
125 

Gin lie Leu Pro 



Glu Thr Ser Ala 

160 



<210> 19 

<211> 870 

<212> DNA 

<213> Homo sapiens 

<400> 19 

a.tctggccag agtgggcttg gccagttgtg gtgggcacca ccatgctgct gctgctgctg 60 
ttcctggctg tctcctccct ggggagctgt agcactggga gtccagctcc cgtccccgag 12 0 
aatgacctgg tgggcattgt ggggggccac aacacccagg ggaagtggtc gtggcaggtc 180 
agcctgagga tctatagcta ccactgggcc tcctgggtgc ccatctgcgg gggctccctc 240 
atccaccccc agtgggtgct gaccgccgct cactgcattt tccggaagga caccgacccg 3 00 
tccacctacc ggattcacac cagggatgtg tatctgtacg ggggccgggg gctgctgaat 3 60 
gtcagccaga tcgtcgtcca ccccaactac tctgtcttct tcctgggggc agacatcgcc 420 
ctgctgaagc tggccaccag tgtgagaaca acaaacactc tcgcggcagt cgccctgccg 4 80 
tcattgtccc tggagttcac tgacagtgac aactgctgga acacaggctg gggcatggtc 54 0 
ggcttgttgg atatgctgcc gcctccttac cgcccgcagc aggtgaaggt cctcacactg 600 
agcaatgcag actgtgagcg gcagacctac gatgcttttc ctggtgctgg agacagaaag 660 
ttcatccagg atgacatgat ctgtgccggc cgcacgggcc gccgcacctg gaagggtgac 72 0 
tcaggcggcc ccctggtctg caagaagaag ggtacctggc tccaggcggg agtagtgagc 780 
tggggatttt acagtgatcg gcccagcatt ggcgtctaca cgtgggtcca gacctatgtg 84 0 
ccctggatcc tgcagcaaat gcacctctaa 870 



<210> 20 

<211> 275 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Leu Leu Leu Leu Leu Phe Leu Ala Val Ser Ser Leu Gly Ser Cys 
15 10 15 

Ser Thr Gly Ser Pro Ala Pro Val Pro Glu Asn Asp Leu Val Gly lie 

20 25 30 

Val Gly Gly His Asn Thr Gin Gly Lys Trp Ser Trp Gin Val Ser Leu 

35 40 45 

Arg lie Tyr Ser Tyr His Trp Ala Ser Trp Val Pro lie Cys Gly Gly 
50 55 60 
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Ser Leu lie His 
65 

Arg Lys Asp Thr 



Tyr Leu Tyr Gly 

100 

His Pro Asn Tyr 

115 

Lys Leu Ala Thr 
130 

Leu Pro Ser Leu 
145 

Thr Gly Trp Gly 



Arg Pro Gin Gin 

180 

Arg Gin Thr Tyr 

195 

Gin Asp Asp Met 
210 

Gly Asp Ser Gly 
225 

Gin Ala Gly Val 



Gly Val Tyr Thr 

260 



Pro Gin Trp Val 
70 

Asp Pro Ser Thr 
85 

Gly Arg Gly Leu 



Ser Val Phe Phe 

120 

Ser Val Arg Thr 

135 

Ser Leu Glu Phe 
150 

Met Val Gly Leu 
165 

Val Lys Val Leu 



Asp Ala Phe Pro 

200 

He Cys Ala Gly 
215 

Gly Pro Leu Val 
230 

Val Ser Trp Gly 
245 

Trp Val Gin Thr 



Leu Thr Ala Ala 

75 

Tyr Arg He His 
90 

Leu Asn Val Ser 
105 

Leu Gly Ala Asp 



Thr Asn Thr Leu 

140 

Thr Asp Ser Asp 

155 

Leu Asp Met Leu 
170 

Thr Leu Ser Asn 
185 

Gly Ala Gly Asp 



Arg Thr Gly Arg 

220 

Cys Lys Lys Lys 

235 

Phe Tyr Ser Asp 
250 

Tyr Val Pro Trp 
265 



His Cys He Phe 

80 

Thr Arg Asp Val 

95 

Gin He Val Val 
110 

He Ala Leu Leu 
125 

Ala Ala Val Ala 



Asn Cys Trp Asn 

160 

Pro Pro Pro Tyr 

175 

Ala Asp Cys Glu 
190 

Arg Lys Phe He 
205 

Arg Thr Trp Lys 



Gly Thr Trp Leu 

240 

Arg Pro Ser He 

255 

He Leu Gin Gin 
270 



Met His Leu 
275 



<210> 21 
<211> 858 
<212> DNA 

<213> Homo sapiens 
<400> 21 

atgctgtggc tactgctcct gaccctcccc tgcctgatgg gctctgtgcc caggaaccca 60 
ggcgagggca cggggcgtga gctggtgggc atcactgggg gctgcgacgt ctcggccagg 120 
aggcacccct ggcaggtcag cctgaggttc tacagcatga agaagggtct gtgggagccc 180 
atctgtgggg gctccctcat ccacccagag tgggtgctga ccgccgccca ctgccttttg 240 
gaggagttgg aggcttgcgc gtttagagtg caggtggggc agctgaggct ctatgaggac 3 00 
gaccagcgga cgaaggtggt tgagatcgtc cgtcaccccc agtacaacga gagcctgtct 360 
gcccagggcg gtgcggacat cgccctgctg aagctggagg ccccggtgcc gctgtctgag 42 0 
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ctcatccacc cggtctcgct cccgtctgcc 
tgggtgaccg gctggggtgt cattggacgt 
tgggaggcga cggtgaaggt caggagcaac 
tttccttcca accacactga gcggtttgag 
ggggacggga accacggctc ctggccaggc 
aattgcacct gggtccaggt ggaggtggtg 
tatcccggca tgtacacccg cgtgacgagc 
ccgttcccca gacgctag 



tccctggacg tgccctcggg gaagacctgc 4 80 
ggagaactac tgccctggcc cctcagcttg 54 0 
gtcctctgta accagacctg tcgccgccgc 600 
cggctcatca aggacgacat gctgtgtgcc 660 
gacaacgggg gccccctcct gtgcaggcgg 72 0 
agctggggca aactctgcgg ccttcgcggc 78 0 
tacgtgtcct ggatccgcca gtacgtcccg 840 

858 



<210> 22 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Leu Trp Leu Leu Leu Leu Thr Leu Pro Cys Leu Met Gly Ser Val 
15 10 15 

Pro Arg Asn Pro Gly Glu Gly Thr Gly Arg Glu Leu Val Gly lie Thr 

20 25 30 

Gly Gly Cys Asp Val Ser Ala Arg Arg His Pro Trp Gin Val Ser Leu 

35 40 45 

Arg Phe Tyr Ser Met Lys Lys Gly Leu Trp Glu Pro lie Cys Gly Gly 
50 55 60 

Ser Leu lie His Pro Glu Trp Val Leu Thr Ala Ala His Cys Leu Leu 
65 70 75 80 

Glu Glu Leu Glu Ala Cys Ala Phe Arg Val Gin Val Gly Gin Leu Arg 

85 90 95 

Leu Tyr Glu Asp Asp Gin Arg Thr Lys Val Val Glu lie Val Arg His 

100 105 110 

Pro Gin Tyr Asn Glu Ser Leu Ser Ala Gin Gly Gly Ala Asp lie Ala 

115 120 125 

Leu Leu Lys Leu Glu Ala Pro Val Pro Leu Ser Glu Leu lie His Pro 
130 135 140 

Val Ser Leu Pro Ser Ala Ser Leu Asp Val Pro Ser Gly Lys Thr Cys 
145 150 155 160 

Trp Val Thr Gly Trp Gly Val lie Gly Arg Gly Glu Leu Leu Pro Trp 

165 170 175 

Pro Leu Ser Leu Trp Glu Ala Thr Val Lys Val Arg Ser Asn Val Leu 

180 185 190 

Cys Asn Gin Thr Cys Arg Arg Arg Phe Pro Ser Asn His Thr Glu Arg 

195 200 205 

Phe Glu Arg Leu lie Lys Asp Asp Met Leu Cys Ala Gly Asp Gly Asn 
210 215 220 
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His Gly Ser Trp 
225 

Asn Cys Thr Trp 



Gly Leu Arg Gly 

260 

Ser Trp lie Arg 
275 



Pro Gly Asp Asn 
230 

Val Gin Val Glu 
245 

Tyr Pro Gly Met 



Gin Tyr Val Pro 

280 



Gly Gly Pro Leu 

235 

Val Val Ser Trp 
250 

Tyr Thr Arg Val 
265 

Pro Phe Pro Arg 



Leu Cys Arg Arg 

240 

Gly Lys Leu Cys 

255 

Thr Ser Tyr Val 
270 

Arg 
285 



<210> 23 

<211> 660 

<212> DNA 

<213> Homo sapiens 

<400> 23 

tcactggggg ctgcgacgtc tcggccagga ggcacccctg gcagggagga gttggaggct 60 
tgcgcgttta gagtgcaggt ggggcagctg aggctctatg aggacgacca gcggacgaag 12 0 
gtggttgaga tcgtccgtca cccccagtac aacgagagcc tgtctgccca gggcggtgcg 180 
gacatcgccc tgctgaagct ggaggccccg gtgccgctgt ctgagctcat ccacccggtc 240 
tcgctcccgt ctgcctcccg ggacgtgccc tcggggaaga cctgctgggt gaccggctgg 300 
ggtgtcattg gacgtggaga actactgccc tggcccctca gcttgtggga ggcgacggtg 3 60 
aaggtcagga gcaacgtcct ctgtaaccag acctgtcgcc gccgctttcc ttccaaccac 42 0 
actgagcggt ttgagcggct catcaaggac gacatgctgt gtgccgggga cgggaaccac 480 
ggctcctggc caggcgacaa cgggggcccc ctcctgtgca ggcggaattg cacctgggtc 540 
caggtggagg tggtgagctg gggcaaactc tgcggccttc gcggctatcc cggcatgtac 600 
acccgcgtga cgagctacgt gtcctggatc cgccagtacg tcccgccgtt ccccagacgc 660 



<210> 24 
<211> 220 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Ser Leu Gly Ala Ala Thr Ser Arg Pro Gly Gly Thr Pro Gly Arg Glu 
15 10 15 

Glu Leu Glu Ala Cys Ala Phe Arg Val Gin Val Gly Gin Leu Arg Leu 

20 25 30 

Tyr Glu Asp Asp Gin Arg Thr Lys Val Val Glu lie Val Arg His Pro 

35 40 45 

Gin Tyr Asn Glu Ser Leu Ser Ala Gin Gly Gly Ala Asp lie Ala Leu 
50 55 60 

Leu Lys Leu Glu Ala Pro Val Pro Leu Ser Glu Leu lie His Pro Val 

65 70 75 80 

Ser Leu Pro Ser Ala Ser Arg Asp Val Pro Ser Gly Lys Thr Cys Trp 

85 90 95 
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Val Thr Gly Trp 

100 

Leu Ser Leu Trp 
115 

Asn Gin Thr Cys 
130 

Glu Arg Leu lie 
145 

Gly Ser Trp Pro 



Cys Thr Trp Val 

180 

Leu Arg Gly Tyr 
195 

Trp lie Arg Gin 
210 



Gly Val lie Gly 



Glu Ala Thr Val 

120 

Arg Arg Arg Phe 

135 

Lys Asp Asp Met 
150 

Gly Asp Asn Gly 
165 

Gin Val Glu Val 



Pro Gly Met Tyr 

200 

Tyr Val Pro Pro 

215 



Arg Gly Glu Leu 
105 

Lys Val Arg Ser 



Pro Ser Asn His 

140 

Leu Cys Ala Gly 

155 

Gly Pro Leu Leu 
170 

Val Ser Trp Gly 
185 

Thr Arg Val Thr 



Phe Pro Arg Arg 

220 



Leu Pro Trp Pro 
110 

Asn Val Leu Cys 
125 

Thr Glu Arg Phe 



Asp Gly Asn His 

160 

Cys Arg Arg Asn 

175 

Lys Leu Cys Gly 
190 

Ser Tyr Val Ser 
205 



<210> 25 
<211> 843 
<212> DNA 

<213> Homo sapiens 
<400> 25 

tgagagataa atgggctccc agagatgcca gggaggaggc cccggcacgg ggcgtgagct 60 
ggtgggcatc actgggggct gcgacgtctc ggccaggagg cacccctggc aggtcagcct 12 0 
gaggttctac agcatgaaga agggtctgtg ggagcccatc tgtgggggct ccctcatcca 180 
cccagagtgg gtgctgaccg ccgcccactg ccttggcagg gaggagttgg aggcttgcgc 24 0 
gtttagagtg caggtggggc agctgaggct ctatgaggac gaccagcgga cgaaggtggt 3 00 
tgagatcgtc cgtcaccccc agtacaacga gagcctgtct gcccagggcg gtgcggacat 360 
cgccctgctg aagctggagg ccccggtgcc gctgtctgag ctcatccacc cggtctcgct 42 0 
cccgtctgcc tcccggcctg ggctccagac gcgtcctgga tggcttcctg ccgctgccga 480 
gacggatggg caggaactac tgccctggcc cctcagcttg tgggaggcga cggtgaaggt 540 
caggagcaac gtcctctgta accagacctg tcgccgccgc tttccttcca accacactga 600 
gcggtttgag cggctcatca aggacgacat gctgtgtgcc ggggacggga accacggctc 660 
ctggccaggc gacaacgggg gccccctcct gtgcaggcgg aattgcacct gggtccaggt 72 0 
99aggtggtg agctggggca aactctgcgg ccttcgcggc tatcccggca tgtacacccg 780 
cgtgacgagc tacgtgtcct ggatccgcca gtacgtcccg ccgttcccca gacgctagct 84 0 
ggg 843 



<210> 26 
<211> 275 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Gly Ser Gin Arg Cys Gin Gly Gly Gly Pro Gly Thr Gly Arg Glu 
15 10 15 
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Leu Val Gly lie 

20 

Trp Gin Val Ser 

35 

Pro lie Cys Gly 
50 

Ala His Cys Leu 
65 

Gin Val Gly Gin 



Val Glu lie Val 

100 

Gly Gly Ala Asp 

115 

Ser Glu Leu lie 
130 

Leu Gin Thr Arg 
145 

Gin Glu Leu Leu 



Val Arg Ser Asn 

180 

Ser Asn His Thr 
195 

Cys Ala Gly Asp 
210 

Pro Leu Leu Cys 
225 

Ser Trp Gly Lys 



Arg Val Thr Ser 

260 



Thr Gly Gly Cys 



Leu Arg Phe Tyr 

40 

Gly Ser Leu lie 

55 

Gly Arg Glu Glu 
70 

Leu Arg Leu Tyr 
85 

Arg His Pro Gin 



lie Ala Leu Leu 

120 

His Pro Val Ser 

135 

Pro Gly Trp Leu 
150 

Pro Trp Pro Leu 
165 

Val Leu Cys Asn 



Glu Arg Phe Glu 

200 

Gly Asn His Gly 

215 

Arg Arg Asn Cys 
230 

Leu Cys Gly Leu 
245 

Tyr Val Ser Trp 



Asp Val Ser Ala 
25 

Ser Met Lys Lys 



His Pro Glu Trp 

60 

Leu Glu Ala Cys 

75 

Glu Asp Asp Gin 
90 

Tyr Asn Glu Ser 
105 

Lys Leu Glu Ala 



Leu Pro Ser Ala 

140 

Pro Ala Ala Ala 

#1* ^5 

Ser Leu Trp Glu 
170 

Gin Thr Cys Arg 
185 

Arg Leu lie Lys 



Ser Trp Pro Gly 

220 

Thr Trp Val Gin 
235 

Arg Gly Tyr Pro 
250 

lie Arg Gin Tyr 
265 



Arg Arg His Pro 
30 

Gly Leu Trp Glu 
45 

Val Leu Thr Ala 



Ala Phe Arg Val 

80 

Arg Thr Lys Val 

95 

Leu Ser Ala Gin 
110 

Pro Val Pro Leu 
125 

Ser Arg Pro Gly 



Glu Thr Asp Gly 

160 

Ala Thr Val Lys 

175 

Arg Arg Phe Pro 
190 

Asp Asp Met Leu 
205 

Asp Asn Gly Gly 



Val Glu Val Val 

240 

Gly Met Tyr Thr 

255 

Val Pro Pro Phe 
270 



Pro Arg Arg 
275 



<210> 27 

<211> 94 

<212> PRT 

<213> Homo sapiens 
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<400> 27 

Met Ser Glu Leu Val Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 



Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Glu Glu Glu Pro Pro Thr Asp Asn Gin Gly 

35 40 45 

Pro Asp Met Glu Ala Phe Gin Gin Glu Leu Ala Leu Leu Lys lie Glu 
50 55 60 

Asp Glu Pro Gly Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro Thr 
65 70 75 80 

Phe Asp Leu Thr Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

85 90 



<210> 28 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Ser Glu Leu Val Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Gin Glu Glu Pro Pro Thr Asp Asn Gin Asp 

35 40 45 

lie Glu Pro Gly Gin Glu Arg Glu Gly Thr Pro Pro lie Glu Glu Arg 
50 55 60 

Lys Val Glu Gly Asp Cys Gin Glu Met Ala Leu Leu Lys lie Glu Asp 
65 70 75 80 

Glu Pro Gly Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro Thr Phe 

85 90 95 

Asp Leu Thr Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

100 105 



<210> 29 

<211> 95 

<212> DNA 

<213> Homo sapiens 

<400> 29 

gtgggaaata tgagtgagca tgtgagaaca agatcccaat cctcagaaag aggaaatgac 60 
caagagtctt cccagccagt tggatctgtg attgt 95 
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<210> 30 

<211> 95 

<212> DNA 

<213> Homo sapiens 

<400> 30 

gtgggaaata tgagtgagca tgtaagaaca agatcccaat cctcagaaag aggaaatgac 60 
taagagtctt cccagccagt tgtatctgtg attgt 95 

<210> 31 

<211> 110 

<212> DNA 

<213> Homo sapiens 

<400> 31 

gtccaggagc ccactgagga aaaacgtcaa gaagaggaac caccaactga taatcagggt 60 
attgcaccta gtggggagat cgaaaatgaa ggagcacctg ccgttcaagg 110 

<210> 32 

<211> 110 

<212> DNA 

<213> Homo sapiens 

<400> 32 

gtccagcagc ccactgagga aaaacgtcaa gaagaggagc caccaactga aaatcagggt 60 
attgcaccta ctggggagat cgaaaatgaa gcggcacctg cccttcaagg 110 

<210> 33 
<211> 119 
<212> DNA 

<213> Homo sapiens 
<400> 33 

tggaagcttt tcaacaggaa ctggctctgc ttaagataga ggatgagcct ggagatggtc 60 
ctgatgtcag ggaggggatt atgcccactt ttgatctcac taaagtgctg gaagcaggt 119 

<210> 34 

<211> 119 

<212> DNA 

<213> Homo sapiens 

<400> 34 

tggaagcttt tcaacaggaa ctggctctgc ttaagataga ggatgcacct ggagatggtc 60 
ctgatgtcag ggaggggact ctgcccactt tcgatcccac taaagtgctg gaagcaggt 119 

<210> 35 

<211> 121 

<212> DNA 

<213> Homo sapiens 

<400> 35 
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aggtgatgcg caaccatagg tttcaagcaa gacaaatgaa gactgaaacc aagaacgtta 60 
ttcttaatct ggaaatttga ctgataatat tctcttaata aagttttaag ttttctgcaa 120 
a 121 



<210> 36 

<211> 122 

<212> DNA 

<213> Homo sapiens 

<400> 36 

aggtaatggg caaccatagg tttaaaccaa gacaaatgaa gactgaaacc aagaatgttg 60 
ttcttatgct ggaaatttga ctgctaacat tctcttaata aagttttaca gttttctgca 120 
aa 122 



<210> 37 
<211> 111 
<212> PRT 

<2 13 > Homo sapiens 
<400> 37 

Met Ser Glu His Val Arg Thr Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Glu Glu Glu Pro Pro Thr Asp Asn Gin Gly 

35 40 45 

lie Ala Pro Ser Gly Glu lie Glu Asn Glu Gly Ala Pro Ala Val Gin 
50 55 60 

Gly Pro Asp Met Glu Ala Phe Gin Gin Glu Leu Ala Leu Leu Lys lie 
65 70 75 80 

Glu Asp Glu Pro Gly Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro 

85 90 95 

Thr Phe Asp Leu Thr Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

100 105 110 



<210> 38 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Ser Glu Leu Val Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn 
1 5 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 

Thr Glu Glu Lys Arg Gin Gin Glu Glu Pro Pro Thr Asp Asn Gin Asp 
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35 



40 



45 



lie Glu Pro Gly 
50 

Lys Val Glu Gly 
65 

Glu Pro Gly Asp 



Asp Leu Thr Lys 

100 



Gin Glu Arg Glu 

55 

Asp Cys Gin Glu 
70 

Gly Pro Asp Val 
85 

Val Leu Glu Ala 



Gly Thr Pro Pro 

60 

Met Ala Leu Leu 

75 

Arg Glu Gly He 
90 

Gly Asp Ala Gin 
105 



He Glu Glu Arg 

Lys He Glu Asp 

80 

Met Pro Thr Phe 

95 

Pro 



<210> 39 
<211> 46 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Asn Gin Gly He Ala Pro Ser Gly Glu He Glu Asn Glu Gly Ala Pro 
15 10 15 

Ala Val Gin Gly Pro Asp Met Glu Ala Phe Gin Gin Glu Leu Ala Leu 

20 25 30 

Leu Lys He Glu Asp Glu Pro Gly Asp Gly Pro Asp Val Arg 

35 40 45 



<210> 40 
<211> 46 
<212> PRT 

<213> Homo sapiens 
<400> 40 



Ser Gin Asp Ser Thr Pro Ala Glu Glu Arg Glu Asp Glu Gly Ala Ser 
15 10 15 

Ala Ala Gin Gly Gin Glu Pro Glu Ala Asp Ser Gin Glu Leu Val Gin 

20 25 30 

Pro Lys Thr Gly Cys Glu Pro Gly Asp Gly Pro Asp Thr Lys 

35 40 45 



<210> 41 
<211> 436 
<212> DNA 

<213> Homo sapiens 
<400> 41 

atcagagtgg gacaaaagca gtagtcattt cagtttcaat tctctgcccg ttttttccta 60 
aatgtcttca tgatggagag tctaattgtg aaaccaaaac gcagaaatgt cctctgtctt 120 
ttgctatggc gttaagggga tttctatgcc tcttcgacta tgatacaaac aaatctgtcc 180 
ttagtttgat tcgaaagcat gtgtacttat cattgctctg tgacttaatt tgaaaatatt 240 
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ttcaaaatta aaaaagtaca aatcaccatt ttgccgtgga atgttcatat atataactaa 300 
gttcttacac actttttcca aataacaata ttctgtttgc agtgggaaat atgagtgagc 360 
ttgtaagagc aagatcccaa tcctcagaaa gaggaaatga ccaagagtct tcccagccgg 42 0 
ttggatctgt gattgt 436 



<210> 42 
<211> 434 
<212> DNA 

<213> Homo sapiens 
<400> 42 

atcagagtgg gaggaaagca gcagtcactt cagtttcaat tttctgcccg tttttttcct 60 
aaatgtgtaa atgatggaga gtctaattgt gaagccaaaa ctcagaaaag tcctctgtct 12 0 
tttgctatgg cgttaaggtg ttttctgtgc ctcttcgact atgatacaaa caaatctgtc 180 
cttagtttga ttggaaagca tgcgtactta tcaatgctct gtgacttagt ttgaaaatat 240 
tttcaaaatt aaaaaagtac aaatcaccat tttgccatgg aatgttcata tatatagcta 300 
agttcttaca cactttttcc aaataacaat attttgtttt cagtgagaga tatgagtgag 360 
catgtaacaa gatcccaatc ctcagaaaga ggaaatgacc aagagtcttc ccagccagtt 42 0 
ggacctgtga ttgt 434 



<210> 43 

<211> 448 

<212> DNA 

<213> Homo sapiens 

<400> 43 

gtgggaaata tgagtgagct tgtaagagca agatcccaat cctcagaaag aggaaatgac 60 

caagagtctt cccagccggt tggatctgtg attgtccagg agcccactga ggaaaaacgt 12 0 

caagaagagg aaccaccaac tgataatcag ggtattgcac ctagtgggga gattgaaaat 18 0 

caagcagtgc ctgcttttca agggcctgac atggaagctt ttcaacagga actggctctg 24 0 

cttaagatag aggatgagcc tggagatggt cctgatgtca gggagggtat tatgcccact 3 00 

tttgatctca ctaaagtgct ggaagcaggt gatgcgcaac cataggtttc aagcaagaca 3 60 

aatgaagact gaaaccaaga acgttattct taatctggaa atttgactga taatattctc 420 

ttaataaagt tttaagtttt ctgcaaag 44 8 



<210> 44 

<211> 448 

<212> DNA 

<213> Homo sapiens 

<400> 44 

gtgggaaata tgagtgagca tgtgagaaca agatcccaat cctcagaaag aggaaatgac 60 
caagagtctt cccagccagt tggatctgtg attgtccagg agcccactga ggaaaaacgt 12 0 
caagaagagg aaccaccaac tgataatcag ggtattgcac ctagtgggga gatcgaaaat 180 
gaaggagcac ctgccgttca agggcctgac atggaagctt ttcaacagga actggctctg 240 
cttaagatag aggatgagcc tggagatggt cctgatgtca gggaggggat tatgcccact 3 00 
tttgatctca ctaaagtgct ggaagcaggt gatgcgcaac cataggtttc aagcaagaca 3 60 
aatgaagact gaaaccaaga acgttattct taatctggaa atttgactga taatattctc 42 0 
ttaataaagt tttaagtttt ctgcaaag 44 8 



<210> 45 
<211> 106 
<212> PRT 
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<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> (25) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (26) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (27) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (28) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (29) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (30) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (31) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (32) 

<223> Wherein Xaa is any amino 
specification 

<220> 

<221> VARIANT 
<222> (33) 

<223> Wherein Xaa is any amino 
specification 

<220> 



acid as defined in the 



acid as defined in the 



acid as defined in the 



acid as defined in the 



acid as defined in the 



acid as defined in the 



acid as defined in the 



acid as defined in the 



acid as defined in the 
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<221> VARIANT 
<222> (34) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<220> 

<221> VARIANT 
<222> (35) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<220> 

<221> VARIANT 
<222> (36) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<220> 

<221> VARIANT 
<222> (37) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<220> 

<221> VARIANT 
<222> (38) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<220> 

<221> VARIANT 
<222> (39) 

<223> Wherein Xaa is any amino acid as defined in the 
specification 

<400> 45 

Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn Asp Gin Glu Ser Ser 
15 10 15 

Gin Pro Val Gly Ser Val lie Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

20 25 30 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asp Asn Gin Gly lie Ala Pro Ser Gly 

35 40 45 

Glu lie Glu Asn Gin Ala Val Pro Ala Phe Gin Gly Pro Asp Met Glu 
50 55 60 

Ala Phe Gin Gin Glu Leu Ala Leu Leu Lys lie Glu Asp Glu Pro Gly 
65 70 75 80 

Asp Gly Pro Asp Val Arg Glu Gly lie Met Pro Thr Phe Asp Leu Thr 

85 90 95 

Lys Val Leu Glu Ala Gly Asp Ala Gin Pro 

100 105 
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<210> 46 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Arg Val Arg Ser Arg Ser Arg Gly Arg Gly Asp Gly Gin Glu Ala Pro 
15 10 15 

Asp Val Val Ala Phe Val Ala Pro Gly Glu Ser Gin Gin Glu Glu Pro 

20 25 30 

Pro Thr Asp Asn Gin Asp lie Glu Pro Gly Gin Glu Arg Glu Gly Thr 

35 '40 45 

Pro Pro lie Glu Glu Arg Lys Val Glu Gly Asp Cys Gin Glu Met Asp 
50 55 60 

Leu Glu Lys Thr Arg Ser Glu Arg Gly Asp Gly Ser Asp Val Lys Glu 
65 70 75 80 

Lys Thr Pro Pro Asn Pro Lys His Ala Lys Thr Lys Glu Ala Gly Asp 

85 90 95 

Gly Gin Pro 



<210> 47 

<211> 49 

<212> DNA 

<213> Homo sapiens 

► 

<400> 47 

gtgaaatatg agttggcgag gaagatcaac atataggcct aggccaaga 



<210> 48 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<400> 48 

gtgaaatatg agttggcgag gaagatcgac ctatcggcct agaccaaga 



<210> 49 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Met Ser Trp Arg Gly Arg Ser Thr Tyr Arg Pro Arg Pro Arg Arg Ser 
15 10 15 

Leu Gin Pro Pro Glu Leu lie Gly Ala Met Leu Glu Pro Thr Asp Glu 
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20 



25 



30 



Glu Pro Lys Glu 

35 

Gin Gly Ala Ala 
50 

Glu Leu Cys Gin 
65 

Val Lys Gly Lys 



Glu Lys Pro Pro 

40 

Glu He Gin Val 

55 

Thr Lys Thr Gly 
70 

He Leu Pro Lys 
85 



Thr Lys Ser Arg 



Pro Asp Leu Glu 

60 

Asp Gly Cys Glu 

75 

Ala Glu His Phe 
90 



Asn Pro Asp Asp 
45 

Ala Asp Leu Gin 

Gly Gly Thr Asp 

80 

Lys Met Pro Glu 

95 



Ala Gly Glu Gly Lys Ser Gin 

100 



<210> 50 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 50 
Met Ser Trp Arg 
1 

Val Glu Pro Pro 

20 

Asp Glu Val Glu 

35 



Gly Arg Ser Thr 
5 

Glu Met He Gly 

Pro Ala Thr Pro 

40 



Tyr Arg Pro Arg 
10 

Pro Met Arg Pro 
25 

Glu Glu Gly Glu 



Pro Arg Arg Tyr 

Glu Gin Phe Ser 
30 

Pro Ala Thr Gin 
45 



Arg Gin Asp Pro Glu Asp Glu Gly 
50 55 

Pro Glu Ala Glu Ser Gin Glu Gin 
65 70 

Cys Glu Asp Gly Pro Asp Gly Gin 

85 

Glu Val Lys Thr Pro Glu Glu Gly 

100 



Ala Ser Ala Gly Gin Gly Pro Lys 

60 

Gly His Pro Gin Thr Gly Cys Glu 

75 80 

Glu Met Asp Pro Pro Asn Pro Glu 
90 95 

Glu Lys Gin Ser Gin 
105 



<210> 51 

<211> 388 

<212> DNA 

<213> Homo sapiens 

<400> 51 

tgagcaccaa acctgatatg attcaaaagt gtttgtggct tgagatcctt atgggtatat 60 
tcattgctgg caccctatcc ctggactgta acttactgaa cgttcacctg agaagagtca 120 
cctggcaaaa tctgagacat ctgagtagta tgagcaattc atttcctgta gaatgtctac 180 
gagaaaacat agcttttgag ttgccccaag agtttctgca atacacccaa cctatgaaga 240 
gggacatcaa gaaggccttc tatgaaatgt ccctacaggc cttcaacatc ttcagccaac 300 
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acaccttcaa atattggaaa gagagacacc tcaaacaaat ccaaatagga cttgatcagc 3 60 
aagcagagta cctgaaccaa tgcttgga 3 88 



<210> 52 

<211> 388 

<212> DNA 

<213> Homo sapiens 



<400> 52 

tgagcaccaa acctgatatg attcaaaagt gtttgtggct tgagatcctt atgggtatat 60 

tcattgctgg caccctatcc ctggactgta acttactgaa cgttcacctg agaagagtca 120 

cctggcaaaa tctgagacat ctgagtagta tgagcaattc atttcctgta gaatgtctac 180 

gagaaaacat agcttttgag ttgccccaag agtttctgca atacacccaa cctatgaaga 240 

gggacatcaa gaaggccttc tatgaaatgt ccctacaggc cttcaacatc ttcagccaac 300 

acaccttcaa atattggaaa gagagacacc tcaaacaaat ccaaatagga cttgatcagc 360 
aagcagagta cctgaaccaa tgcttgga 3 88 



<210> 53 

<211> 181 

<212> DNA 

<213> Homo sapiens 



<400> 53 

ccctcagaag ccagggtccc ccagctgagc 
atagacaatt tcctgaaaga aaagaaatac 
gaaatcagaa gatgtttgta ttacttttac 

9 



agcctggaac tgaggagata tttccacagg 60 
agtgactgtg cctgggagat tgtccgagtg 12 0 
aaatttacag ctctattcag gaggaaataa 180 

181 



<210> 54 
<211> 181 
<212> DNA 

<213> Homo sapiens 



<400> 54 

ccctcagaag ccagggtccc ccagctgagc 
atagacaatt tcctgaaaga aaagaaatac 
gaaatcagaa gatgtttgta ttacttttac 

9 



agcctggaac tgaggagata tttccacagg 60 
agtgactgtg cctgggagat tgtccgagtg 120 
aaatttacag ctctattcag gaggaaataa 180 

181 



<210> 55 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 55 

Met Ser Thr Lys Pro Asp Met lie Gin Lys Cys Leu Trp Leu Glu lie 
15 10 15 

Leu Met Gly lie Phe lie Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu 

20 25 30 

Leu Asn Val His Leu Arg Arg Val Thr Trp Gin Asn Leu Arg His Leu 

35 40 45 
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Ser Ser Met Ser 
50 

Ala Phe Glu Leu 
65 

Arg Asp lie Lys 



lie Phe Ser Gin 

100 

Gin He Gin He 

115 

Leu Glu Glu Asp 
130 

Asn Glu Met Lys 
145 

Glu Leu Arg Arg 



Lys Tyr Ser Asp 

180 

Cys Leu Tyr Tyr 
195 



Asn Ser Phe Pro 

55 

Pro Gin Glu Phe 
70 

Lys Ala Phe Tyr 
85 

His Thr Phe Lys 



Gly Leu- Asp Gin 

120 

Lys Asn Glu Asn 

135 

Pro Ser Glu Ala 
150 

Tyr Phe His Arg 
165 

Cys Ala Trp Glu 



Phe Tyr Lys Phe 

200 



Val Glu Cys Leu 

60 

Leu Gin Tyr Thr 

75 

Glu Met Ser Leu 
90 

Tyr Trp Lys Glu 
105 

Gin Ala Glu Tyr 



Glu Asp Met Lys 

140 

Arg Val Pro Gin 

155 

He Asp Asn Phe 
170 

He Val Arg Val 
185 

Thr Ala Leu Phe 



Arg Glu Asn lie 



Gin Pro Met Lys 

80 

Gin Ala Phe Asn 

95 

Arg His Leu Lys 
110 

Leu Asn Gin Cys 
125 

Glu Met Lys Glu 



Leu Ser Ser Leu 

160 

Leu Lys Glu Lys 

175 

Glu He Arg Arg 
190 

Arg Arg Lys 
205 



<210> 56 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Ser Thr Lys Pro Asp Met He Gin Lys Cys Leu Trp Leu Glu He 
15 10 15 

Leu Met Gly He Phe He Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu 

20 25 30 

Leu Asn Val His Leu Arg Arg Val Thr Trp Gin Asn Leu Arg His Leu 

35 40 45 

Ser Ser Met Ser Asn Ser Phe Pro Val Glu Cys Leu Arg Glu Asn He 
50 55 60 

Ala Phe Glu Leu Pro Gin Glu Phe Leu Gin Tyr Thr Gin Pro Met Lys 
65 70 75 80 

Arg Asp He Lys Lys Ala Phe Tyr Glu Met Ser Leu Gin Ala Phe Asn 

85 90 95 

He Phe Ser Gin His Thr Phe Lys Tyr Trp Lys Glu Arg His Leu Lys 
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100 



105 



110 



Gin He Gin He 

115 

Leu Glu Glu Asp 
130 

Asn Glu Met Lys 
145 

Glu Leu Arg Arg 



Lys Tyr Ser Asp 

180 

Cys Leu Tyr Tyr 
195 



Gly Leu Asp Gin 

120 

Glu Asn Glu Asn 

135 

Pro Ser Glu Ala 
150 

Tyr Phe His Arg 
165 

Cys Ala Trp Glu 



Phe Tyr Lys Phe 

200 



Gin Ala Glu Tyr 



Glu Asp Met Lys 

140 

Arg Val Pro Gin 

155 

He Asp Asn Phe 
170 

He Val Arg Val 
185 

Thr Ala Leu Phe 



Leu Asn Gin Cys 
125 

Glu Met Lys Glu 



Leu Ser Ser Leu 

160 

Leu Lys Glu Lys 

175 

Glu He Arg Arg 
190 

Arg Arg Lys 
205 



<210> 57 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Leu Glu He Leu Met Gly He Phe He Ala Gly Thr Leu Ser Leu Asp 
15 10 15 

Cys Asn Leu Leu Asn Val His Leu Arg Arg Val Thr Trp Gin Asn Leu 

20 25 30 

Arg His Leu Ser Ser Met Ser Asn Ser Phe Pro Val Glu Cys Leu Arg 

35 40 45 

Glu Asn He Ala Phe Glu Leu Pro Gin Glu Phe Leu Gin Tyr Thr Gin 
50 55 60 

Pro Met Lys Arg Asp He Lys Lys Ala Phe Tyr Glu Met Ser Leu Gin 
65 70 75 80 

Ala Phe Asn He Phe Ser Gin His Thr Phe Lys Tyr Trp Lys Glu Arg 

85 90 95 

His Leu Lys Gin He Gin He Gly Leu Asp Gin Gin Ala Glu Tyr Leu 

100 105 110 

Asn Gin Cys Leu Glu Glu Asp Lys Asn Glu Asn Glu Asp Met Lys Glu 

115 120 125 

Met Lys Glu Asn Glu Met Lys Pro Ser Glu Ala Arg Val Pro Gin Leu 
130 135 140 

Ser Ser Leu Glu Leu Arg Arg Tyr Phe His Arg He Asp Asn Phe Leu 
145 150 155 160 
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Lys Glu Lys Lys Tyr Ser Asp Cys Ala Trp Glu lie Val Arg Val Glu 

165 170 175 



lie Arg Arg Cys Leu 

180 



<210> 58 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Leu Ser Leu Leu Met Ala Leu Val Leu Val Ser Tyr Gly Pro Gly Arg 
15 10 15 

Ser Leu Gly Cys Tyr Leu Ser Glu Asp His Met Leu Gly Ala Arg Glu 

20 25 30 

Asn Leu Arg Leu Leu Ala Arg Met Asn Arg Leu Ser Pro His Pro Cys 

35 40 45 

Leu Gin Asp Arg Lys Asp Phe Gly Leu Pro Gin Glu Met Val Glu Gly 
50 55 60 

Asn Gin Leu Gin Lys Asp Gin Ala lie Ser Val Leu His Glu Met Leu 
65 70 75 80 

Gin Gin Cys Phe Asn Leu Phe Tyr Thr Glu His Ser Ser Ala Ala Trp 

85 90 95 

Asn Thr Thr Leu Leu Glu Gin Leu Cys Thr Gly Leu Gin Gin Gin Leu 

100 105 110 

Glu Asp Leu Asp Ala Cys Leu Gly Pro Val Met Gly Glu Lys Asp Ser 

115 120 125 

Asp Met Gly Arg Met Gly Pro lie Leu Thr Val Lys Lys Tyr Phe Gin 
130 135 140 

Gly lie His Val Tyr Leu Lys Glu Lys Glu Tyr Ser Asp Cys Ala Trp 
145 150 155 160 

Glu lie lie Arg Val Glu Met Met Arg Ala Leu 

165 170 



<210> 59 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<400> 59 

atgagcacca aacctgatat gattcaaaag tgtttgtggc ttgagatcct tatgggtata 60 

ttcattgctg gcaccctatc cctggactgt aacttactga acgttcacct gagaagagtc 120 

acctggcaaa atctgagaca tctgagtagt atgagcaatt catttcctgt agaatgtcta 180 

cgagaaaaca tagcttttga gttgccccaa gagtttctgc aatacaccca acctatgaag 240 
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agggacatca agaaggcctt ctatgaaatg tccctacagg ccttcaacat cttcagccaa 300 
cacaccttca aatattggaa agagagacac ctcaaacaaa tccaaatagg acttgatcag 360 
caagcagagt acctgaacca atgcttggag 390 



<210> 60 

<211> 390 

<212> DNA 

<213> Homo sapiens 



<400> 60 

atgagcacca aacctgatat gattcaaaag tgtttgtggc ttgagatcct tatgggtata 60 

ttcattgctg gcaccctatc cctggactgt aacttactga acgttcacct gagaagagtc 120 

acctggcaaa atctgagaca tctgagtagt atgagcaatt catttcctgt agaatgtcta 180 

cgagaaaaca tagcttttga gttgccccaa gagtttctgc aatacaccca acctatgaag 240 

agggacatca agaaggcctt ctatgaaatg tccctacagg ccttcaacat cttcagccaa 300 

cacaccttca aatattggaa agagagacac ctcaaacaaa tccaaatagg acttgatcag 360 

caagcagagt acctgaacca atgcttggag 390 



<210> 61 

<211> 181 

<212> DNA 

<213> Homo sapiens 

<400> 61 

ccctcagaag ccagggtccc ccagctgagc agcctggaac tgaggagata tttccacagg 60 
atagacaatt tcctgaaaga aaagaaatac agtgactgtg cctgggagat tgtccgagtg 120 
gaaatcagaa gatgtttgta ttacttttac aaatttacag ctctattcag gaggaaataa 180 
g 181 



<210> 62 

<211> 181 

<212> DNA 

<2 13 > Homo sapiens 



<400> 62 

ccctcagaag ccagggtccc ccagctgagc 
atagacaatt tcctgaaaga aaagaaatac 
gaaatcagaa gatgtttgta ttacttttac 

9 



agcctggaac tgaggagata tttccacagg 60 
agtgactgtg cctgggagat tgtccgagtg 12 0 
aaatttacag ctctattcag gaggaaataa 180 

181 



<210> 63 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Met Ser Thr Lys Pro Asp Met lie Gin Lys Cys Leu Trp Leu Glu lie 
15 10 15 

Leu Met Gly lie Phe lie Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu 

20 25 30 

Leu Asn Val His Leu Arg Arg Val Thr Trp Gin Asn Leu Arg His Leu 
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Ser Ser Met Ser 
50 

Ala Phe Glu Leu 
65 

Arg Asp lie Lys 



lie Phe Ser Gin 

100 

Gin lie Gin lie 

115 

Leu Glu Glu Asp 
130 

Asn Glu Met Lys 
145 

Glu Leu Arg Arg 



Lys Tyr Ser Asp 

180 

Cys Leu Tyr Tyr 

195 



Asn Ser Phe Pro 

55 

Pro Gin Glu Phe 
70 

Lys Ala Phe Tyr 
85 

His Thr Phe Lys 



Gly Leu Asp Gin 

120 

Glu Asn Glu Asn 

135 

Pro Ser Glu Ala 
150 

Tyr Phe His Arg 
165 

Cys Ala Trp Glu 



Phe Tyr Lys Phe 

200 



Val Glu Cys Leu 

60 

Leu Gin Tyr Thr 

75 

Glu Met Ser Leu 
90 

Tyr Trp Lys Glu 
105 

Gin Ala Glu Tyr 



Glu Asp Met Lys 

140 

Arg Val Pro Gin 

155 

lie Asp Asn Phe 
170 

He Val Arg Val 
185 

Thr Ala Leu Phe 



Arg Glu Asn He 



Gin Pro Met Lys 

80 

Gin Ala Phe Asn 

95 

Arg His Leu Lys 
110 

Leu Asn Gin Cys 
125 

Glu Met Lys Glu 



Leu Ser Ser Leu 

160 

Leu Lys Glu Lys 

175 

Glu He Arg Arg 

190. 

Arg Arg Lys 
205 



<210> 64 
<211> 207 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Met Ser Thr Lys Pro Asp Met He Gin Lys Cys Leu Trp Leu Glu He 
1 5 10 15 

Leu Met Gly He Phe He Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu 

20 25 30 

Leu Asn Val His Leu Arg Arg Val Thr Trp Gin Asn Leu Arg His Leu 

35 40 45 

Ser Ser Met Ser Asn Ser Phe Pro Val Glu Cys Leu Arg Glu Asn He 
50 55 60 

Ala Phe Glu Leu Pro Gin Glu Phe Leu Gin Tyr Thr Gin Pro Met Lys 
65 70 75 80 

Arg Asp He Lys Lys Ala Phe Tyr Glu Met Ser Leu Gin Ala Phe Asn 

85 90 95 
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lie Phe Ser Gin 

100 

Gin lie Gin lie 

115 

Leu Glu Glu Asp 
130 

Asn Glu Met Lys 
145 

Glu Leu Arg Arg 



Lys Tyr Ser Asp 

180 

Cys Leu Tyr Tyr 

195 



His Thr Phe Lys 



Gly Leu Asp Gin 

120 

Glu Asn Glu Asn 

135 

Pro Ser Glu Ala 
150 

Tyr Phe His Arg 
165 

Cys Ala Trp Glu 



Phe Tyr Lys Phe 

200 



Tyr Trp Lys Glu 
105 

Gin Ala Glu Tyr 



Glu Asp Met Lys 

140 

Arg Val Pro Gin 

155 

lie Asp Asn Phe 
170 

lie Val Arg Val 
185 

Thr Ala Leu Phe 



Arg His Leu Lys 
110 

Leu Asn Gin Cys 
125 

Glu Met Lys Glu 



Leu Ser Ser Leu 

160 

Leu Lys Glu Lys 

175 

Glu lie Arg Arg 
190 

Arg Arg Lys 
205 



<210> 65 

<211> 228 

<212> DNA 

<213> Homo sapiens 

<40G> 65 

ccaaagggga cgctgtggcc aaccacgttc cggccggctg gcccgaccag agcctggctg 60 
agagtgacag tgaggacccc agcggcaagc cccgcctgaa ggtggagacc aaggtcagcg 120 
tggagctgca ccgcgaggag cagggcagtc accgtggaga gtaccccccg gaccaggaga 180 
gcgggggcgc agccaggctt gctagcagcc agcccccaga gcagagga 22 8 



<210> 66 

<211> 228 

<212> DNA 

<213> Homo sapiens 

<400> 66 

cctcagggga cgctgtggcc aaccacgttc cggccggctg gcccgaccag agcctggctg 60 
agagtgacag tgaggacccc agcggcaagc cccgcctgaa ggtggagacc aaggtcagcg 12 0 
tggagctgca ccgcgaggag cagggcagtc accgtggaga gtaccccccg gaccaggaga 180 
gcgggggcgc agccaggctt gctagcagcc agcccccaga gcagagga 22 8 



<210> 67 

<211> 3492 

<212> DNA 

<213> Homo sapiens 

<400> 67 

atggcgccgc cgccgccgcc cgtgctgccc gtgctgctgc tcctggccgc cgccgccgcc 60 
ctgccggcga tggggctgcg agcggccgcc tgggagccgc gcgtacccgg cgggacccgc 120 
gccttcgccc tccggcccgg ctgtacctac gcggtgggcg ccgcttgcac gccccgggcg 180 
ccgcgggagc tgctggacgt gggccgcgat gggcggctgg caggacgtcg gcgcgtctcg 24 0 
ggcgcggggc gcccgctgcc gctgcaagtc cgcttggtgg cccgcagtgc cccgacggcg 3 00 
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ctgagccgcc gcctgcgggc gcgcacgcac cttcccggct gcggagcccg tgcccggctc 360 
tgcggaaccg gtgcccggct ctgcggggcg ctctgcttcc ccgtccccgg cggctgcgcg 42 0 
gccgcgcagc attcggcgct cgcagctccg accaccttac ccgcctgccg ctgcccgccg 480 
cgccccaggc cccgctgtcc cggccgtccc atctgcctgc cgccgggcgg ctcggtccgc 540 
ctgcgtctgc tgtgcgccct gcggcgcgcg gctggcgccg tccgggtggg actggcgctg 600 
aacttgcccg aagcccgggc ggggccggcg cgacgggccc ggcggggcac gagcggcaga 660 
gggagcctga agtttccgat gcccaactac caggtggcgt tgtttgagaa cgaaccggcg 72 0 
ggcaccctca tcctccagct gcacgcgcac tacaccatcg agggcgagga ggagcgcgtg 780 
agctattaca tggaggggct gttcgacgag cgctcccggg gctacttccg aatcgactct 840 
gccacgggcg ccgtgagcac ggacagcgta ctggaccgcg agaccaagga gacgcacgtc 900 
ctcagggtga aagccgtgga ctacagtacg ccgccgcgct cggccaccac ctacatcact 960 
gtcttggtca aagacaccaa cgaccacagc ccggtcttcg agcagtcgga gtaccgcgag 102 0 
cgcgtgcggg agaacctgga ggtgggctac gaggtgctga ccatccgcgc cagcgaccgc 1080 
gactcgccca tcaacgccaa cttgcgttac cgcgtgttgg ggggcgcgtg ggacgtcttc 1140 
cagctcaacg agagctctgg cgtggtgagc acacgggcgg tgctggaccg ggaggaggcg 12 00 
gccgagtacc agctcctggt ggaggccaac gaccaggggc gcaatccggg cccgctcagt 12 60 
gccacggcca ccgtgtacat cgaggtggag gacgagaacg acaactaccc ccagttcagc 132 0 
gagcagaact acgtggtcca ggtgcccgag gacgtggggc tcaacacggc tgtgctgcga 13 80 
gtgcaggcca cggaccggga ccagggccag aacgcggcca ttcactacag catcctcagc 1440 
gggaacgtgg ccggccagtt ctacctgcac tcgctgagcg ggatcctgga tgtgatcaac 1500 
cccttggatt tcgaggatgt ccagaaatac tcgctgagca ttaaggccca ggatgggggc 1560 
cggcccccgc tcatcaattc ttcaggggtg gtgtctgtgc aggtgctgga tgtcaacgac 162 0 
aacgagccta tctttgtgag cagccccttc caggccacgg tgctggagaa tgtgcccctg 1680 
ggctaccccg tggtgcacat tcaggcggtg gacgcggact ctggagagaa cgcccggctg 174 0 
cactatcgcc tggtggacac ggcctccacc tttctggggg gcggcagcgc tgggcctaag 1800 
aatcctgccc ccacccctga cttccccttc cagatccaca acagctccgg ttggatcaca 1860 
gtgtgtgccg agctggaccg cgaggaggtg gagcactaca gcttcggggt ggaggcggtg 1920 
gaccacggct cgccccccat gagctcctcc accagcgtgt ccatcacggt gctggacgtg 1980 
aatgacaacg acccggtgtt cacgcagccc acctacgagc ttcgtctgaa tgaggatgcg 2 040 
gccgtgggga gcagcgtgct gaccctgcag gcccgcgacc gtgacgccaa cagtgtgatt 2100 
acctaccagc tcacaggcgg caacacccgg aaccgctttg cactcagcag ccagagaggg 2160 
ggcggcctca tcaccctggc gctacctctg gactacaagc aggagcagca gtacgtgctg 222 0 
gcggtgacag catccgacgg cacacggtcg cacactgcgc atgtcctaat caacgtcact 22 80 
gatgccaaca cccacaggcc tgtctttcag agctcccatt acacagtgag tgtcagtgag 234 0 
gacaggcctg tgggcacctc cattgctacc ctcagtgcca acgatgagga cacaggagag 2400 
aatgcccgca tcacctacgt gattcaggac cccgtgccgc agttccgcat tgaccccgac 24 60 
agtggcacca tgtacaccat gatggagctg gactatgaga accaggtcgc ctacacgctg 252 0 
accatcatgg cccaggacaa cggcatcccg cagaaatcag acaccaccac cctagagatc 25 80 
ctcatcctcg atgccaatga caatgcaccc cagttcctgt gggatttcta ccagggttcc 2640 
atctttgagg atgctccacc ctcgaccagc atcctccagg tctctgccac ggaccgggac 2700 
tcaggtccca atgggcgtct gctgtacacc ttccagggtg gggacgacgg cgatggggac 2760 
ttctacatcg agcccacgtc cggtgtgatt cgcacccagc gccggctgga ccgggagaat 2 82 0 
gtggccgtgt acaacctttg ggctctggct gtggatcggg gcagtcccac tccccttagc 2880 
gcctcggtag aaatccaggt gaccatcttg gacattaatg acaatgcccc catgtttgag 2 94 0 
aaggacgaac tggagctgtt tgttgaggag aacaacccag tggggtcggt ggtggcaaag 3 000 
attcgtgcta acgaccctga tgaaggccct aatgcccaga tcatgtatca gattgtggaa 3 060 
ggggacatgc ggcatttctt ccagctggac ctgctcaacg gggacctgcg tgccatggtg 3120 
gagctggact ttgaggtccg gcgggagtat gtgctggtgg tgcaggccac gtcggctccg 3180 
ctggtgagcc gagccacggt gcacatcctt ctcgtggacc agaatgacaa cccgcctgtg 3240 
ctgcccgact tccagatcct cttcaacaac tatgtcacca acaagtccaa cagtttcccc 3300 
accggcgtga tcggctgcat cccggcccat gaccccgacg tgtcagacag cctcaactac 3360 
accttcgtgc agggcaacga gctgcgcctg ttgctgctgg accccgccac gggcgaactg 3420 
cagctcagcc gcgacctgga caacaaccgg ccgctggagg cgctcatgga ggtgtctgtg 3480 
tctgcagatg gc 34 92 



<210> 68 



45 



<211> 3493 
<212> DNA 

<213> Homo sapiens 
<400> 68 

atggcgccgc cgccgccgcc cgtgctgccc gtgctgctgc tcctggccgc cgccgccgcc 60 
ctgccggcga tggggctgcg agcggccgcc tgggagccgc gcgtacccgg cgggacccgc 12 0 
gccttcgccc tccggcccgg ctgtacctac gcggtgggcg ccgcttgcac gccccgggcg 180 
ccgcgggagc tgctggacgt gggccgcgat gggcggctgg caggacgtcg gcgcgtctcg 240 
ggcgcggggc gcccgctgcc gctgcaagtc cgcttggtgg cccgcagtgc cccgacggcg 3 00 
ctgagccgcc gcctgcgggc gcgcacgcac cttcccggct gcggagcccg tgcccggctc 3 60 
tgcggaaccg gtgcccggct ctgcggggcg ctctgcttcc ccgtccccgg cggctgcgcg 420 
gccgcgcagc attcggcgct cgcagctccg accaccttac ccgcctgccg ctgcccgccg 4 80 
cgccccaggc cccgctgtcc cggccgtccc atctgcctgc cgccgggcgg ctcggtccgc 540 
ctgcgtctgc tgtgcgccct gcggcgcgcg gctggcgccg tccgggtggg actggcgctg 600 
aacttgcccg aagcccgggc ggggccggcg cgacgggccc ggcggggcac gagcggcaga 660 
gggagcctga agtttccgat gcccaactac caggtggcgt tgtttgagaa cgaaccggcg 72 0 
ggcaccctca tcctccagct gcacgcgcac tacaccatcg agggcgagga ggagcgcgtg 780 
agctattaca tggaggggct gttcgacgag cgctcccggg gctacttccg aatcgactct 84 0 
gccacgggcg ccgtgagcac ggacagcgta ctggaccgcg agaccaagga gacgcacgtc 900 
ctcagggtga aagccgtgga ctacagtacg ccgccgcgct cggccaccac ctacatcact 960 
gtcttggtca aagacaccaa cgaccacagc ccggtcttcg agcagtcgga gtaccgcgag 1020 
cgcgtgcggg agaacctgga ggtgggctac gaggtgctga ccatccgcgc cagcgaccgc 1080 
gactcgccca tcaacgccaa cttgcgttac cgcgtgttgg ggggcgcgtg ggacgtcttc 1140 
cagctcaacg agagctctgg cgtggtgagc acacgggcgg tgctggaccg ggaggaggcg 1200 
gccgagtacc agctcctggt ggaggccaac gaccaggggc gcaatccggg cccgctcagt 1260 
gccacggcca ccgtgtacat cgaggtggag gacgagaacg acaactaccc ccagttcagc 1320 
gagcagaact acgtggtcca ggtgcccgag gacgtggggc tcaacacggc tgtgctgcga 13 80 
gtgcaggcca cggaccggga ccagggccag aacgcggcca ttcactacag cat cct cage 1440 
gggaacgtgg ccggccagtt ctacctgcac tegctgageg ggatcctgga tgtgatcaac 1500 
cccttggatt tcgaggatgt ccagaaatac tegctgagea ttaaggecca ggatgggggc 1560 
cggcccccgc tcatcaattc ttcaggggtg gtgtctgtgc aggtgctgga tgtcaacgac 1620 
aacgagecta tctttgtgag cagccccttc caggccacgg tgctggagaa tgtgcccctg 1680 
ggctaccccg tggtgcacat teaggeggtg gaegeggact ctggagagaa cgcccggctg 1740 
cactatcgcc tggtggacac ggcctccacc tttctggggg gcggcagcgc tgggcctaag 1800 
aatcctgccc ccacccctga cttccccttc cagatccaca acagctccgg ttggatcaca 1860 
gtgtgtgccg agctggaccg cgaggaggtg gagcactaca getteggggt ggaggcggtg 1920 
gaccacggct cgccccccat gagctcctcc accagcgtgt ccatcacggt gctggacgtg 1980 
aatgacaacg acccggtgtt cacgcagccc acctacgagc ttcgtctgaa tgaggatgcg 2040 
gccgtgggga geagegtget gaccctgcag gcccgcgacc gtgacgccaa cagtgtgatt 2100 
acctaccagc teacaggegg caacacccgg aacegctttg cactcagcag ccagagaggg 2160 
ggcggcctca tcaccctggc gctacctctg gactacaagc aggagcagca gtacgtgctg 222 0 
gcggtgacag catccgacgg cacacggtcg cacactgcgc atgtcctaat caacgtcact 2280 
gatgecaaca cccacaggcc tgtctttcag agctcccatt acacagtgag tgtcagtgag 2340 
gaeaggectg tgggcacctc cattgctacc ctcagtgcca acgatgagga cacaggagag 2400 
aatgcccgca tcacctacgt gattcaggac cccgtgccgc agttccgcat tgaccccgac 2460 
agtggcacca tgtacaccat gatggagctg gactatgaga accaggtcgc ctacacgctg 2520 
accatcatgg cccaggacaa cggcatcccg cagaaatcag acaccaccac cctagagatc 2580 
ctcatcctcg atgccaatga caatgcaccc cagttcctgt gggatttcta ccagggttcc 2640 
atctttgagg atgctccacc ctcgaccagc atcctccagg tctctgccac ggacegggae 2700 
tcaggtccca atgggcgtct gctgtacacc ttccagggtg gggacgaegg cgatggggac 2760 
ttctacatcg agcccacgtc cggtgtgatt cgcacccagc gccggctgga ccgggagaat 2820 
gtggccgtgt acaacctttg ggctctggct gtggatcggg gcagtcccac tccccttagc 2880 
gecteggtag aaatccaggt gaccatcttg gacattaatg acaatgcccc catgtttgag 2940 
aaggacgaac tggagctgtt tgttgaggag aacaacccag tggggtcggt ggtggcaaag 3000 
attegtgeta acgaccctga tgaaggcect aatgeccaga tcatgtatca gattgtggaa 3060 
ggggacatgc ggcatttctt ccagctggac ctgctcaacg gggacctgcg tgccatggtg 3120 
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gagctggact ttgaggtccg gcgggagtat 
ctggtgagcc gagccacggt gcacatcctt 
ctgcccgact tccagatcct cttcaacaac 
accggcgtga tcggctgcat cccggcccat 
accttcgtgc agggcaacga gctgcgcctg 
cagctcagcc gcgacctgga caacaaccgg 
tctggtgagt ggc 



gtgctggtgg tgcaggccac gtcggctccg 3180 
ctcgtggacc agaatgacaa cccgcctgtg 3240 
tatgtcacca acaagtccaa cagtttcccc 3300 
gaccccgacg tgtcagacag cctcaactac 3360 
ttgctgctgg accccgccac gggcgaactg 342 0 
ccgctggagg cgctcatgga ggtgtctgtg 3480 

3493 



<210> 69 

<211> 3028 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Met Ala Pro Pro Pro Pro Pro Val Leu Pro Val Leu Leu Leu Leu Ala 
15 10 15 

Ala Ala Ala Ala Leu Pro Ala Met Gly Leu Arg Ala Ala Ala Trp Glu 

20 25 30 

Pro Arg Val Pro Gly Gly Thr Arg Ala Phe Ala Leu Arg Pro Gly Cys 

35 40 45 

Thr Tyr Ala Val Gly Ala Ala Cys Thr Pro Arg Ala Pro Arg Glu Leu 
50 55 60 

Leu Asp Val Gly Arg Asp Gly Arg Leu Ala Gly Arg Arg Arg Val Ser 
65 70 75 80 

Gly Ala Gly Arg Pro Leu Pro Leu Gin Val Arg Leu Val Ala Arg Ser 

85 90 95 

Ala Pro Thr Ala Leu Ser Arg Arg Leu Arg Ala Arg Thr His Leu Pro 

100 105 110 

Gly Cys Gly Ala Arg Ala Arg Leu Cys Gly Thr Gly Ala Arg Leu Cys 

115 120 125 

Gly Ala Leu Cys Phe Pro Val Pro Gly Gly Cys Ala Ala Ala Gin His 
130 135 140 

Ser Ala Leu Ala Ala Pro Thr Thr Leu Pro Ala Cys Arg Cys Pro Pro 
145 150 155 160 

Arg Pro Arg Pro Arg Cys Pro Gly Arg Pro He Cys Leu Pro Pro Gly 

165 170 175 

Gly Ser Val Arg Leu Arg Leu Leu Cys Ala Leu Arg Arg Ala Ala Gly 

180 185 190 

Ala Val Arg Val Gly Leu Ala Leu Glu Ala Ala Thr Ala Gly Thr Pro 

195 200 205 

Ser Ala Ser Pro Ser Pro Ser Pro Pro Leu Pro Pro Asn Leu Pro Glu 
210 215 220 
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Ala Arg Ala Gly Pro Ala Arg Arg Ala Arg Arg Gly Thr Ser Gly Arg 
225 230 235 240 

Gly Ser Leu Lys Phe Pro Met Pro Asn Tyr Gin Val Ala Leu Phe Glu 

245 250 255 

Asn Glu Pro Ala Gly Thr Leu lie Leu Gin Leu His Ala His Tyr Thr 

260 265 270 

lie Glu Gly Glu Glu Glu Arg Val Ser Tyr Tyr Met Glu Gly Leu Phe 
275 280 285 

Asp Glu Arg Ser Arg Gly Tyr Phe Arg lie Asp Ser Ala Thr Gly Ala 
290 295 300 

Val Ser Thr Asp Ser Val Leu Asp Arg Glu Thr Lys Glu Thr His Val 
305 310 315 320 

Leu Arg Val Lys Ala Val Asp Tyr Ser Thr Pro Pro Arg Ser Ala Thr 

325 330 335 

Thr Tyr lie Thr Val Leu Val Lys Asp Thr Asn Asp His Ser Pro Val 

340 345 350 

Phe Glu Gin Ser Glu Tyr Arg Glu Arg Val Arg Glu Asn Leu Glu Val 
355 360 365 

Gly Tyr Glu Val Leu Thr lie Arg Ala Ser Asp Arg Asp Ser Pro lie 
370 375 380 . 

Asn Ala Asn Leu Arg Tyr Arg Val Leu Gly Gly Ala Trp Asp Val Phe 
385 390 395 400 

Gin Leu Asn Glu Ser Ser Gly Val Val Ser Thr Arg Ala Val Leu Asp 

405 410 415 

Arg Glu Glu Ala Ala Glu Tyr Gin Leu Leu Val Glu Ala Asn Asp Gin 

420 425 430 

Gly Arg Asn Pro Gly Pro Leu Ser Ala Thr Ala Thr Val Tyr lie Glu 
435 440 445 

Val Glu Asp Glu Asn Asp Asn Tyr Pro Gin Phe Ser Glu Gin Asn Tyr 
450 455 460 



Val Val Gin Val 
465 

Val Gin Ala Thr 



Ser lie Leu Ser 

500 

Ser Gly lie Leu 
515 



Pro Glu Asp Val 
470 

Asp Arg Asp Gin 
485 

Gly Asn Val Ala 



Asp Val lie Asn 

520 



Gly Leu Asn Thr 

475 

Gly Gin Asn Ala 
490 

Gly Gin Phe Tyr 
505 

Pro Leu Asp Phe 



Ala Val Leu Arg 

480 

Ala lie His Tyr 

495 

Leu His Ser Leu 
510 

Glu Asp Val Gin 
525 
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Lys Tyr Ser Leu Ser lie Lys Ala Gin Asp Gly Gly Arg Pro Pro Leu 
530 535 540 



lie Asn Ser Ser 
545 

Asn Glu Pro lie 



Asn Val Pro Leu 

580 

Asp Ser Gly Glu 

595 

Ser Thr Phe Leu 
610 

Thr Pro Asp Phe 
625 

Val Cys Ala Glu 



Val Glu Ala Val 

660 

Val Ser lie Thr 

675 

Gin Pro Thr Tyr 
690 

Ser Val Leu Thr 
705 

Thr Tyr Gin Leu 



Ser Gin Arg Gly 

740 

Lys Gin Glu Gin 

755 

Arg Ser His Thr 
770 

His Arg Pro Val 
785 

Asp Arg Pro Val 



Asp Thr Gly Glu 

820 



Gly Val Val Ser 
550 

Phe Val Ser Ser 
565 

Gly Tyr Pro Val 



Asn Ala Arg Leu 

600 

Gly Gly Gly Ser 

615 

Pro Phe Gin lie 
630 

Leu Asp Arg Glu 
645 

Asp His Gly Ser 



Val Leu Asp Val 

680 

Glu Leu Arg Leu 

695 

Leu Gin Ala Arg 
710 

Thr Gly Gly Asn 
725 

Gly Gly Leu lie 



Gin Tyr Val Leu 

760 

Ala His Val Leu 

775 

Phe Gin Ser Ser 
790 

Gly Thr Ser lie 
805 

Asn Ala Arg lie 



Val Gin Val Leu 

555 

Pro Phe Gin Ala 
570 

Val His He Gin 
585 

His Tyr Arg Leu 



Ala Gly Pro Lys 

620 

His Asn Ser Ser 

635 

Glu Val Glu His 
650 

Pro Pro Met Ser 
665 

Asn Asp Asn Asp 



Asn Glu Asp Ala 

700 

Asp Arg Asp Ala 

715 

Thr Arg Asn Arg 
730 

Thr Leu Ala Leu 
745 

Ala Val Thr Ala 



He Asn Val Thr 

780 

His Tyr Thr Val 

795 

Ala Thr Leu Ser 
810 

Thr Tyr Val He 
825 



Asp Val Asn Asp 

560 

Thr Val Leu Glu 

575 

Ala Val Asp Ala 
590 

Val Asp Thr Ala 
605 

Asn Pro Ala Pro 



Gly Trp He Thr 

64 0 

Tyr Ser Phe Gly 

655 

Ser Ser Thr Ser 
670 

Pro Val Phe Thr 
685 

Ala Val Gly Ser 



Asn Ser Val He 

720 

Phe Ala Leu Ser 

735 

Pro Leu Asp Tyr 
750 

Ser Asp Gly Thr 
765 

Asp Ala Asn Thr 



Ser Val Ser Glu 

,800 

Ala Asn Asp Glu 

815 

Gin Asp Pro Val 
830 
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Pro Gin Phe Arg 

835 

Glu Leu Asp Tyr 
850 

Gin Asp Asn Gly 
865 

Leu lie Leu Asp 



Tyr Gin Gly Ser 

900 

Gin Val Ser Ala 

915 

Tyr Thr Phe Gin 
930 



lie Asp Pro Asp 

840 

Glu Asn Gin Val 

855 

lie Pro Gin Lys 
870 

Ala Asn Asp Asn 
885 

lie Phe Glu Asp 



Thr Asp Arg Asp 

920 

Gly Gly Asp Asp 

935 



Ser Gly Thr Met 



Ala Tyr Thr Leu 

860 

Ser Asp Thr Thr 

875 

Ala Pro Gin Phe 
890 

Ala Pro Pro Ser 
905 

Ser Gly Pro Asn 



Gly Asp Gly Asp 

940 



Tyr Thr Met Met 
845 

Thr He Met Ala 



Thr Leu Glu He 

880 

Leu Trp Asp Phe 

895 

Thr Ser He Leu 
910 

Gly Arg Leu Leu 
925 

Phe Tyr He Glu 



Pro Thr Ser Gly Val He Arg Thr 
945 950 

Val Ala Val Tyr Asn Leu Trp Ala 

965 

Thr Pro Leu Ser Ala Ser Val Glu 

980 

Asn Asp Asn Ala Pro Met Phe Glu 

995 1000 

Glu Glu Asn Asn Pro Val Gly Ser 
1010 1015 

Asp Pro Asp Glu Gly Pro Asn Ala 
1025 1030 

Gly Asp Met Arg His Phe Phe Gin 

1045 



Gin Arg Arg Leu Asp Arg Glu Asn 

955 960 

Leu Ala Val Asp Arg Gly Ser Pro 
970 975 

He Gin Val Thr He Leu Asp He 
985 990 

Lys Asp Glu Leu Glu Leu Phe Val 

1005 

Val Val Ala Lys He Arg Ala Asn 

1020 

Gin He Met Tyr Gin He Val Glu 
1035 1040 

Leu Asp Leu Leu Asn Gly Asp Leu 
1050 1055 



Arg Ala Met Val Glu Leu Asp Phe Glu Val Arg Arg Glu Tyr Val Leu 

1060 1065 1070 

Val Val Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala Thr Val His 
1075 1080 1085 

He Leu Leu Val Asp Gin Asn Asp Asn Pro Pro Val Leu Pro Asp Phe 
1090 1095 1100 

Gin He Leu Phe Asn Asn Tyr Val Thr Asn Lys Ser Asn Ser Phe Pro 
1105 1110 1115 1120 

Thr Gly Val He Gly Cys He Pro Ala His Asp Pro Asp Val Ser Asp 

1125 1130 1135 
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Ser Leu Asn Tyr Thr Phe Val Gin Gly Asn Glu Leu Arg Leu Leu Leu 

1140 1145 1150 

Leu Asp Pro Ala Thr Gly Glu Leu Gin Leu Ser Arg Asp Leu Asp Asn 
1155 1160 1165 

Asn Arg Pro Leu Glu Ala Leu Met Glu Val Ser Val Ser Ala Asp Gly 
1170 1175 1180 

lie His Ser Val Thr Ala Phe Cys Thr Leu Arg Val Thr lie lie Thr 
1185 1190 1195 1200 

Asp Asp Met Leu Thr Asn Ser He Thr Val Arg Leu Glu Asn Met Ser 

1205 1210 1215 

Gin Glu Lys Phe Leu Ser Pro Leu Leu Ala Leu Phe Val Glu Gly Val 

1220 1225 1230 

Ala Ala Val Leu Ser Thr Thr Lys Asp Asp Val Phe Val Phe Asn Val 
1235 1240 1245 

Gin Asn Asp Thr Asp Val Ser Ser Asn He Leu Asn Val Thr Phe Ser 
1250 1255 1260 

Ala Leu Leu Pro Gly Gly Val Arg Gly Gin Phe Phe Pro Ser Glu Asp 
1265 1270 1275 1280 

Leu Gin Glu Gin He Tyr Leu Asn Arg Thr Leu Leu Thr Thr He Ser 

1285 1290 1295 

Thr Gin Arg Val Leu Pro Phe Asp Asp Asn He Cys Leu Arg Glu Pro 

1300 1305 1310 

Cys Glu Asn Tyr Met Lys Cys Val Ser Val Leu Arg Phe Asp Ser Ser 
1315 1320 1325 

Ala Pro Phe Leu Ser Ser Thr Thr Val Leu Phe Arg Pro He His Pro 
1330 1335 1340 

He Asn Gly Leu Arg Cys Arg Cys Pro Pro Gly Phe Thr Gly Asp Tyr 
1345 1350 1355 1360 

Cys Glu Thr Glu He Asp Leu Cys Tyr Ser Asp Pro Cys Gly Ala Asn 

1365 1370 1375 

Gly Arg Cys Arg Ser Arg Glu Gly Gly Tyr Thr Cys Glu Cys Phe Glu 

1380 1385 1390 

Asp Phe Thr Gly Glu His Cys Glu Val Asp Ala Arg Ser Gly Arg Cys 
1395 1400 1405 

Ala Asn Gly Val Cys Lys Asn Gly Gly Thr Cys Val Asn Leu Leu He 
1410 1415 1420 

Gly Gly Phe His Cys Val Cys Pro Pro Gly Glu Tyr Glu Arg Pro Tyr 
1425 1430 1435 1440 
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Cys Glu Val Thr Thr Arg Ser Phe Pro Pro Gin Ser Phe Val Thr Phe 

1445 1450 1455 



Arg Gly Leu Arg Gin Arg Phe His Phe Thr lie Ser Leu Thr Phe Ala 

1460 1465 1470 

Thr Gin Glu Arg Asn Gly Leu Leu Leu Tyr Asn Gly Arg Phe Asn Glu 
1475 1480 1485 

Lys His Asp Phe lie Ala Leu Glu lie Val Asp Glu Gin Val Gin Leu 
1490 1495 1500 

Thr Phe Ser Ala Gly Ala Gly Glu Thr Thr Thr Thr Val Ala Pro Lys 
1505 1510 1515 1520 

Val Pro Ser Gly Val Ser Asp Gly Arg Trp His Ser Val Gin Val Gin 

1525 1530 1535 

Tyr Tyr Asn Lys Val Arg Trp Ala Pro Pro Leu Pro Pro Gly Pro Gin 

1540 1545 1550 

Pro Asn lie Gly His Leu Gly Leu Pro His Gly Pro Ser Gly Glu Lys 
1555 1560 1565 

Met Ala Val Val Thr Val Asp Asp Cys Asp Thr Thr Met Ala Val Arg 
1570 1575 1580 

Phe Gly Lys Asp lie Gly Asn Tyr Ser Cys Ala Ala Gin Gly Thr Gin 
1585 1590 1595 1600 

Thr Gly Ser Lys Lys Ser Leu Asp Leu Thr Gly Pro Leu Leu Leu Gly 

1605 1610 1615 

Gly Val Pro Asn Leu Pro Glu Asp Phe Pro Val His Asn Arg Gin Phe 

1620 1625 1630 

Val Gly Cys Met Arg Asn Leu Ser Val Asp Gly Lys Asn Val Asp Met 
1635 1640 1645 

Ala Gly Phe lie Ala Asn Asn Gly Thr Arg Glu Gly Cys Ala Ala Arg 
1650 1655 1660 

Arg Asn Phe Cys Asp Gly Arg Arg Cys Gin Asn Gly Gly Thr Cys Val 
1665 1670 1675 1680 

Asn Arg Trp Asn Met Tyr Leu Cys Glu Cys Pro Leu Arg Phe Gly Gly 

1685 1690 1695 

Lys Asn Cys Glu Gin Ala Met Pro His Pro Gin Leu Phe Ser Gly Glu 

1700 1705 1710 

Ser Val Val Ser Trp Ser Asp Leu Asn lie lie lie Ser Val Pro Trp 
1715 1720 1725 

Tyr Leu Gly Leu Met Phe Arg Thr Arg Lys Glu Asp Ser Val Leu Met 
1730 1735 1740 
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Glu Ala Thr Ser Gly Gly Pro Thr Ser Phe Arg Leu Gin He Leu Asn 
1745 1750 1755 1760 

Asn Tyr Leu Gin Phe Glu Val Ser His Gly Pro Ser Asp Val Glu Ser 

1765 1770 1775 

Val Met Leu Ser Gly Leu Arg Val Thr Asp Gly Glu Trp His His Leu 

1780 1785 1790 

Leu He Glu Leu Lys Asn Val Lys Glu Asp Ser Glu Met Lys His Leu 
1795 1800 1805 

Val Thr Met Thr Leu Asp Tyr Gly Met Asp Gin Asn Lys Ala Asp He 
1810 1815 1820 

Gly Gly Met Leu Pro Gly Leu Thr Val Arg Ser Val Val Val Gly Gly 
1825 1830 1835 1840 

Ala Ser Glu Asp Lys Val Ser Val Arg Arg Gly Phe Arg Gly Cys Met 

1845 1850 1855 

Gin Gly Val Arg Met Gly Gly Thr Pro Thr Asn Val Ala Thr Leu Asn 

1860 1865 1870 

Met Asn Asn Ala Leu Lys Val Arg Val Lys Asp Gly Cys Asp Val Asp 
1875 1880 1885 

Asp Pro Cys Thr Ser Ser Pro Cys Pro Pro Asn Ser Arg Cys His Asp 
1890 1895 1900 

Ala Trp Glu Asp Tyr Ser Cys Val Cys Asp Lys Gly Tyr Leu Gly He 
1905 1910 1915 1920 

Asn Cys Val Asp Ala Cys His Leu Asn Pro Cys Glu Asn Met Gly Ala 

1925 1930 1935 

Cys Val Arg Ser Pro Gly Ser Pro Gin Gly Tyr Val Cys Glu Cys Gly 

1940 1945 1950 

Pro Ser His Tyr Gly Pro Tyr Cys Glu Asn Lys Leu Asp Leu Pro Cys 
1955 1960 1965 

Pro Arg Gly Trp Trp Gly Asn Pro Val Cys Gly Pro Cys His Cys Ala 
1970 1975 1980 

Val Ser Lys Gly Phe Asp Pro Asp Cys Asn Lys Thr Asn Gly Gin Cys 
1985 1990 1995 2000 

Gin Cys Lys Glu Asn Tyr Tyr Lys Leu Leu Ala Gin Asp Thr Cys Leu 

2005 2010 2015 

Pro Cys Asp Cys Phe Pro His Gly Ser His Ser Arg Thr Cys Asp Met 

2020 2025 2030 

Ala Thr Gly Gin Cys Ala Cys Lys Pro Gly Val He Gly Arg Gin Cys 
2035 2040 2045 
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Asn Arg Cys Asp Asn Pro Phe Ala Glu Val Thr Thr Leu Gly Cys Glu 
2050 2055 2060 



Val lie Tyr Asn Gly Cys Pro Lys Ala Phe Glu Ala Gly lie Trp Trp 
2065 2070 2075 2080 

Pro Gin Thr Lys Phe Gly Gin Pro Ala Ala Val Pro Cys Pro Lys Gly 

2085 2090 2095 

Ser Val Gly Asn Ala Val Arg His Cys Ser Gly Glu Lys Gly Trp Leu 

2100 2105 2110 

Pro Pro Glu Leu Phe Asn Cys Thr Thr lie Ser Phe Val Asp Leu Arg 
2115 2120 2125 

Ala Met Asn Glu Lys Leu Ser Arg Asn Glu Thr Gin Val Asp Gly Ala 
2130 2135 2140 

Arg Ala Leu Gin Leu Val Arg Ala Leu Arg Ser Ala Thr Gin His Thr 
2145 2150 2155 2160 

Gly Thr Leu Phe Gly Asn Asp Val Arg Thr Ala Tyr Gin Leu Leu Gly 

2165 2170 2175 

His Val Leu Gin His Glu Ser Trp Gin Gin Gly Phe Asp Leu Ala Ala 

2180 2185 2190 

Thr Gin Asp Ala Asp Phe His Glu Asp Val lie His Ser Gly Ser Ala 
2195 2200 2205 

Leu Leu Ala Pro Ala Thr Arg Ala Ala Trp Glu Gin lie Gin Arg Ser 
2210 2215 2220 

Glu Gly Gly Thr Ala Gin Leu Leu Arg Arg Leu Glu Gly Tyr Phe Ser 
2225 2230 2235 2240 

Asn Val Ala Arg Asn Val Arg Arg Thr Tyr Leu Arg Pro Phe Val lie 

2245 2250 2255 

Val Thr Ala Asn Met Val Leu Ala Val Asp lie Phe Asp Lys Phe Asn 

2260 2265 2270 

Phe Thr Gly Ala Arg Val Pro Arg Phe Asp Thr lie His Glu Glu Phe 
2275 2280 2285 

Pro Arg Glu Leu Glu Ser Ser Val Ser Phe Pro Ala Asp Phe Phe Arg 
2290 2295 2300 

Pro Pro Glu Glu Lys Glu Gly Pro Leu Leu Arg Pro Ala Gly Arg Arg 
2305 2310 2315 2320 

Thr Thr Pro Gin Thr Thr Arg Pro Gly Pro Gly Thr Glu Arg Glu Ala 

2325 2330 2335 

Pro lie Ser Arg Arg Arg Arg His Pro Asp Asp Ala Gly Gin Phe Ala 

2340 2345 2350 
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Val Ala Leu Val lie lie Tyr Arg Thr Leu Gly Gin Leu Leu Pro Glu 
2355 2360 2365 

Arg Tyr Asp Pro Asp Arg Arg Ser Leu Arg Leu Pro His Arg Pro lie 
2370 2375 2380 

lie Asn Thr Pro Met Val Ser Thr Leu Val Tyr Ser Glu Gly Ala Pro 
2385 2390 2395 2400 

Leu Pro Arg Pro Leu Glu Arg Pro Val Leu Val Glu Phe Ala Leu Leu 

2405 2410 2415 

Glu Val Glu Glu Arg Thr Lys Pro Val Cys Val Phe Trp Asn His Ser 

2420 2425 2430 

Leu Ala Val Gly Gly Thr Gly Gly Trp Ser Ala Arg Gly Cys Glu Leu 
2435 2440 2445 

Leu Ser Arg Asn Arg Thr His Val Ala Cys Gin Cys Ser His Thr Ala 
2450 2455 2460 

Ser Phe Ala Val Leu Met Asp lie Ser Arg Arg Glu Asn Gly Glu Val 
2465 2470 2475 2480 

Leu Pro Leu Lys lie Val Thr Tyr Ala Ala Val Ser Leu Ser Leu Ala 

2485 2490 ' 2495 

Ala Leu Leu Val Ala Phe Val Leu Leu Ser Leu Val Arg Met Leu Arg 

2500 2505 2510 

Ser Asn Leu His Ser lie His Lys His Leu Ala Val Ala Leu Phe Leu 
2515 2520 2525 

Ser Gin Leu Val Phe Val lie Gly lie Asn Gin Thr Glu Asn Pro Phe 
2530 2535 2540 

Leu Cys Thr Val Val Ala lie Leu Leu His Tyr lie Tyr Met Ser Thr 
2545 2550 2555 2560 

Phe Ala Trp Thr Leu Val Glu Ser Leu His Val Tyr Arg Met Leu Thr 

2565 2570 2575 

Glu Val Arg Asn lie Asp Thr Gly Pro Met Arg Phe Tyr Tyr Val Val 

2580 2585 2590 

Gly Trp Gly lie Pro Ala lie Val Thr Gly Leu Ala Val Gly Leu Asp 
2595 2600 2605 

Pro Gin Gly Tyr Gly Asn Pro Asp Phe Cys Trp Leu Ser Leu Gin Asp 
2610 2615 2620 

Thr Leu lie Trp Ser Phe Ala Gly Pro lie Gly Ala Val lie lie lie 
2625 2630 2635 2640 

Asn Thr Val Thr Ser Val Leu Ser Ala Lys Val Ser Cys Gin Arg Lys 

2645 2650 2655 
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His His Tyr Tyr 

2660 

Phe Leu Leu Leu 
2675 

Ala Val Asn Arg 
2690 

Ser Gly Leu Gin 
2705 

Gin Glu Val Arg 



His Leu Glu Asp 

2740 

J Leu Asn Cys Asn 

2755 

Asp Leu Gly Glu 
2770 

Gly lie Gin Lys 
2785 

Gly Glu Pro Asp 



Gly His Asp Ser 

2820 

Ser Ser Tyr Ala 
2835 

Gly Ala Glu Glu 
2850 

Pro Lys Gly Asp 
2865 

Gin Ser Leu Ala 



Leu Lys Val Glu 

2900 

Gly Ser His Arg 
2915 

Ala Arg Leu Ala 
2930 

Asn Lys Val Thr 
2945 



Gly Lys Lys Gly 



Leu Leu lie Ser 

2680 

Asp Ala Leu Ser 
2695 

Gly Pro Phe Val 
2710 

Lys His Leu Lys 
725 

Ser Ala Thr Thr 



Thr Thr Phe Gly 

2760 

Ser Thr Ala Ser 
2775 

Leu Gly Val Ser 
2790 

Ala Ser Leu Met 
805 

Asp Ser Asp Ser 



Ser Ser His Ser 

2840 

Lys Trp Asp Pro 
2855 

Ala Val Ala Asn 
2870 

Glu Ser Asp Ser 
885 

Thr Lys Val Ser 



Gly Glu Tyr Pro 

2920 

Ser Ser Gin Pro 
2935 

Tyr Pro Pro Pro 
2950 



lie Val Ser Leu 
665 

Ala Thr Trp Leu 



Phe His Tyr Leu 

2700 

Leu Leu Phe His 
2715 

Gly Val Leu Gly 
2730 

Arg Ala Thr Leu 
745 

Asp Gly Pro Asp 



Leu Asp Ser lie 

2780 

Ser Gly Leu Val 
2795 

Pro Arg Ser Cys 
2810 

Glu Leu Ser Leu 
825 

Ser Asp Ser Glu 



Ala Arg Gly Ala 

2860 

His Val Pro Ala 
2875 

Glu Asp Pro Ser 
2890 

Val Glu Leu His 
905 

Pro Asp Gin Glu 



Pro Glu Gin Arg 

2940 

Leu Thr Leu Thr 
2955 



Leu Arg Thr Ala 
2670 

Leu Gly Leu Leu 
685 

Phe Ala lie Phe 



Cys Val Leu Asn 

2720 

Gly Arg Lys Leu 
2735 

Leu Thr Arg Ser 
2750 

Met Leu Arg Thr 
765 

Val Arg Asp Glu 



Arg Gly Ser His 

2800 

Lys Asp Pro Pro 
2815 

Asp Glu Gin Ser 
2830 

Asp Asp Gly Val 
845 

Val His Ser Thr 



Gly Trp Pro Asp 

2880 

Gly Lys Pro Arg 
2895 

Arg Glu Glu Gin 
2910 

Ser Gly Gly Ala 
925 

Ser lie Leu Lys 



Glu Gin Thr Leu 

2960 
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Lys Gly Arg Leu Arg Glu Lys Leu Ala Asp Cys Glu Gin Ser Pro Thr 

2965 2970 2975 



Ser Ser Arg Thr Ser Ser Leu Gly Ser Gly Gly Pro Asp Cys Ala lie 

2980 2985 2990 

Thr Val Lys Ser Pro Gly Arg Glu Pro Gly Arg Asp His Leu Asn Gly 
2995 3000 3005 

Val Ala Met Asn Val Arg Thr Gly Ser Ala Gin Ala Asp Gly Ser Asp 
3010 3015 3020 

Ser Glu Lys Pro 
3025 



<210> 70 
<211> 3034 
<212> PRT 

<213> Mus musculus 
<400> 70 

Met Ala Pro Ser Ser Pro Arg Val Leu Pro Ala Leu Val Leu Leu Ala 
15 10 15 

Ala Ala Ala Leu Pro Ala Leu Glu Leu Gly Ala Ala Ala Trp Glu Leu 

20 25 30 

Arg Val Pro Gly Gly Ala Arg Ala Phe Ala Leu Gly Pro Gly Trp Ser 

35 40 45 

Tyr Arg Leu Asp Thr Thr Arg Thr Pro Arg Glu Leu Leu Asp Val Ser 
50 55 60 

Arg Glu Gly Pro Ala Ala Gly Arg Arg Leu Gly Leu Gly Ala Gly Thr 
65 70 75 80 

Leu Gly Cys Ala Arg Leu Ala Gly Arg Leu Leu Pro Leu Gin Val Arg 

85 90 95 

Leu Val Ala Asg Gly Ala Pro Thr Ala Pro Ser Leu Val Leu Arg Ala 

100 105 110 

Arg Ala Tyr Gly Ala Arg Cys Gly Val Arg Leu Leu Arg Arg Ser Ala 

115 120 125 

Arg Gly Ala Glu Leu Arg Ser Pro Ala Val Arg Ser Val Pro Gly Leu 
130 135 140 

Gly Asp Ala Leu Cys Phe Pro Ala Ala Gly Gly Gly Ala Ala Ser Leu 
145 150 155 160 



Thr Ser Val Leu Glu Ala lie Thr Asn Phe Pro Ala Cys Ser Cys Pro 

165 170 175 

Pro Val Ala Gly Thr Gly Cys Arg Arg Gly Pro lie Cys Leu Arg Pro 

180 185 190 



57 



Gly Gly Ser Ala 

195 

Gly Ala Val Trp 
210 

Ser Glu Ser Pro 
225 

Arg Ala Gly Val 



Ser Pro Gin Phe 

260 

Glu Pro Ala Gly 
275 

Glu Gly Asp Ala 
290 

Glu Arg Ser Asn 
305 

Thr Thr Ala Arg 



Lys Val Ser Ala 

340 

Tyr Leu Thr Val 
355 

Glu Gin Ser Glu 
370 

Tyr Glu Val Leu 
385 

Ala Asn Met Arg 



lie Asp Ala Arg 

420 

Glu Glu Ala Ala 
435 

Arg Asn Pro Gly 
450 

Glu Asp Glu Asn 
465 

Val Gin Val Pro 



Glu Leu Arg Leu 

200 

Val Glu Leu Val 

215 

Ser Val Ser Pro 
230 

Val Arg Arg Ser 
245 

Pro Leu Pro Ser 



Thr Ala Val lie 

280 

Gly Arg Leu Ser 

295 

Gly Tyr Phe Leu 
310 

Ser Leu Asp Arg 
325 

Val Asp His Gly 



Thr Val Ser Asp 

360 

Tyr Arg Glu Arg 

375 

Thr He Arg Ala 
390 

Tyr Arg Leu Leu 
405 

Ser Gly Val Val 



Glu Tyr Gin Leu 

440 

Pro Leu Ser Ala 
455 

Asp Asn Tyr Pro 
470 

Glu Asp Val Ala 
485 



Val Cys Ala Leu 



He Gin Ala Thr 

220 

Ser Leu Leu Asn 
235 

Arg Arg Gly Thr 
250 

Tyr Gin Val Ser 
265 

Glu Leu Arg Ala 



Tyr Gin Met Glu 

300 

He Asp Ala Ala 
315 

Glu Thr Lys Asp 
330 

Ser Pro Arg Arg 
345 

Thr Asn Asp His 



He Arg Glu Asn 

380 

Thr Asp Gly Asp 

395 

Glu Gly Ala Gly 
410 

Arg Thr Arg Ala 
425 

Leu Val Glu Ala 



Ser Ala Thr Val 

460 

Gin Phe Ser Glu 

475 

Val Asn Thr Ala 
490 
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Gly Arg Ala Ala 
205 

Ser Gly Thr Pro 



Leu Ser Gin Pro 

240 

Gly Ser Ser Thr 

255 

Val Pro Glu Asn 
270 

His Asp Pro Asp 
285 

Ala Leu Phe Asp 



Thr Gly Ala Val 

320 

Thr His Val Leu 

335 

Ser Ala Ala Thr 
350 

Ser Pro Val Phe 
365 

Leu Glu Val Gly 



Ala Pro Ser Asn 

400 

Gly Val Phe Glu 

415 

Val Val Asp Arg 
430 

Asn Asp Gin Gly 
445 

His He Val Val 



Lys Arg Tyr Val 

480 

Val Leu Arg Val 

495 



Gin Ala Thr Asp 

500 

He Val Ser Gly 
515 

Gly Ser Leu Asp 
530 

Tyr Thr Leu Arg 
545 

Asn Ser Ser Gly 



Ala Pro He Phe 

580 

Val Pro Leu Gly 

595 

Ala Gly Glu Asn 
610 

Thr He Val Gly 
625 

Pro Asp Phe Pro 



Cys Ala Glu Leu 

660 

Glu Ala Val Asp 

675 

Ser He Thr Val 
690 

Pro Val Tyr Glu 
705 

Val Leu Thr Leu 



Tyr Gin Leu Thr 

740 

Gin Ser Gly Gly 

755 

Gin Glu Arg Gin 
770 

Ser His Thr Ala 
785 



Arg Asp Gin Gly 



Asn Leu Lys Gly 

520 

Val He Asn Pro 

535 

He Lys Ala Gin 
550 

Leu Val Ser Val 
565 

Val Ser Ser Pro 



His Ser Val Leu 

600 

Ala Arg Leu Gin 

615 

Gly Ser Ser Val 
630 

Phe Gin He His 
645 

Asp Arg Glu Glu 



His Gly Ser Pro 

680 

Leu Asp Val Asn 

695 

Leu Arg Leu Asn 
710 

Arg Ala Arg Asp 
725 

Gly Gly Asn Thr 



Gly Leu He Thr 

760 

Tyr Val Leu Ala 

775 

Gin Val Phe He 
790 



Gin Asn Ala Ala 
505 

Gin Phe Tyr Leu 



Leu Asp Phe Glu 

540 

Asp Gly Gly Arg 

555 

Gin Val Leu Asp 
570 

Phe Gin Ala Ala 
585 

His He Gin Ala 



Tyr Arg Leu Val 

620 

Asp Ser Glu Asn 

635 

Asn Ser Ser Gly 
650 

Val Glu His Tyr 
665 

Ala Met Ser Ser 



Asp Asn Asp Pro 

700 

Glu Asp Ala Ala 
715 

Arg Asp Ala Asn 
730 

Arg Asn Arg Phe 
745 

Leu Ala Leu Pro 



Val Thr Ala Ser 

780 

Asn Val Thr Asp 

795 



He His Tyr Ser 
510 

His Ser Leu Ser 
525 

Ala He Arg Glu 



Pro Pro Leu He 

560 

Val Asn Asp Asn 

575 

Val Leu Glu Asn 
590 

Val Asp Ala Asp 
605 

Asp Thr Ala Ser 



Pro Ala Ser Ala 

640 

Trp He Thr Val 

655 

Ser Phe Gly Val 
670 

Ser Ala Ser Val 
685 

Met Phe Thr Gin 



Val Gly Ser Ser 

720 

Ser Val He Thr 

735 

Ala Leu Ser Ser 
750 

Leu Asp Tyr Lys 
765 

Asp Gly Thr Arg 



Ala Asn Thr His 

800 
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Arg Pro Val Phe Gin Ser Ser His Tyr Thr Val Ser Val Ser Glu Asp 

805 810 815 



Arg Pro Val Gly Thr Ser lie Ala Thr lie Ser Ala Thr Asp Glu Asp 

820 825 830 

Thr Gly Glu Asn Ala Arg lie Thr Tyr Val Leu Glu Asp Pro Val Pro 

835 840 845 

Gin Phe Arg lie Asp Pro Asp Thr Gly Thr lie Tyr Thr Met Thr Glu 
850 855 860 

Leu Asp Tyr Glu Asp Gin Ala Ala Tyr Thr Leu Ala lie Thr Ala Gin 
865 870 875 880 

Asp Asn Gly lie Pro Gin Lys Ser Asp Thr Thr Ser Leu Glu lie Leu 

885 890 895 

lie Leu Asp Ala Asn Asp Asn Ala Pro Arg Phe Leu Arg Asp Phe Tyr 

900 905 910 

Gin Gly Ser Val Phe Glu Asp Ala Pro Pro Ser Thr Ser Val Leu Gin 

915 920 925 

Val Ser Ala Thr Asp Arg Asp Ser Gly Pro Asn Gly Arg Leu Leu Tyr 
930 935 940 

Thr Phe Gin Gly Gly Asp Asp Gly Asp Gly Asp Phe Tyr lie Glu Pro 
945 950 955 960 

Thr Ser Gly Val lie Arg Thr Gin Arg Arg Leu Asp Arg Glu Asn Val 

965 970 975 

Ala Val Tyr Asn Leu Trp Ala Leu Ala Val Asp Arg Gly Ser Pro Asn 

980 985 990 

Pro Leu Ser Ala Ser Val Gly lie Gin Val Ser Val Leu Asp lie Asn 
995 1000 1005 

Asp Asn Pro Pro Val Phe Glu Lys Asp Glu Leu Glu Leu Phe Val Glu 
1010 1015 1020 

Glu Asn Ser Pro Val Gly Ser Val Val Ala Arg lie Arg Ala Asn Asp 
1025 1030 1035 1040 

Pro Asp Glu Gly Pro Asn Ala Gin lie lie Tyr Gin lie Val Glu Gly 

1045 1050 1055 

Asn Val Pro Glu Val Phe Gin Leu Asp Leu Leu Ser Gly Asp Leu Arg 

1060 1065 1070 

Ala Leu Val Glu Leu Asp Phe Glu Val Arg Arg Asp Tyr Met Leu Val 
1075 1080 1085 

Val Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala Thr Val His lie 
1090 1095 1100 
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Arg Leu Leu Asp Gin Asn Asp Asn Pro Pro Glu Leu Pro Asp Phe Gin 
1105 1110 1115 1120 



lie Leu Phe Asn Asn Tyr Val Thr Asn Lys Ser Asn Ser Phe Pro Ser 

1125 1130 1135 

Gly Val lie Gly Arg lie Pro Ala His Asp Pro Asp Leu Ser Asp Ser 

1140 1145 1150 

Leu Asn Tyr Thr Phe Leu Gin Gly Asn Glu Leu Ser Leu Leu Leu Leu 
1155 1160 1165 

Asp Pro Ala Thr Gly Glu Leu Gin Leu Ser Arg Asp Leu Asp Asn Asn 
1170 1175 1180 

Arg Pro Leu Glu Ala Leu Met Glu Val Ser Val Ser Asp Gly lie His 
1185 1190 1195 1200 

Ser Val Thr Ala Leu Cys Thr Leu Arg Val Thr He He Thr Asp Asp 

1205 1210 1215 

Met Leu Thr Asn Ser He Thr Val Arg Leu Glu Asn Met Ser Gin Glu 

1220 1225 1230 

Lys Phe Leu Ser Pro Leu Leu Ser Leu Phe Val Glu Gly Val Ala Thr 
1235 1240 1245 

Val Leu Ser Thr Thr Lys Asp Asp He Phe Val Phe Asn He Gin Asn 
1250 1255 1260 

Asp Thr Asp Val Ser Ser Asn He Leu Asn Val Thr Phe Ser Ala Leu 
1265 1270 1275 1280 

Leu Pro Gly Gly Thr Arg Gly Arg Phe Phe Pro Ser Glu Asp Leu Gin 

1285 1290 1295 

Glu Gin He Tyr Leu Asn Arg Thr Leu Leu Thr Thr He Ser Ala Gin 

1300 1305 1310 

Arg Val Leu Pro Phe Asp Asp Asn He Cys Leu Arg Glu Pro Cys Glu 
1315 1320 1325 

Asn Tyr Met Lys Cys Val Ser Val Leu Arg Phe Asp Ser Ser Ala Pro 
1330 1335 1340 

Phe He Ser Ser Thr Thr Val Leu Phe Arg Pro lie His Pro He Thr 
1345 1350 1355 1360 

Gly Leu Arg Cys Arg Cys Pro Pro Gly Phe Thr Gly Asp Tyr Cys Glu 

1365 1370 1375 

Thr Glu He Asp Leu Cys Tyr Ser Asn Pro Cys Gly Ala Asn Gly Arg 

1380 1385 1390 

Cys Arg Ser Arg Glu Gly Gly Tyr Thr Cys Glu Cys Phe Glu Asp Phe 
1395 1400 1405 



61 



Thr Gly Glu His Cys Gin Val Asn Val Arg Ser Gly Arg Cys Ala Ser 
1410 1415 1420 



Gly Val Cys Lys Asn Gly Gly Thr Cys Val Asn Leu Leu lie Gly Gly 
1425 1430 1435 1440 

Phe His Cys Val Cys Pro Pro Gly Glu Tyr Glu His Pro Tyr Cys Glu 

1445 1450 1455 

Val Ser Thr Arg Ser Phe Pro Pro Gin Ser Phe Val Thr Phe Arg Gly 

1460 1465 1470 

Leu Arg Gin Arg Phe His Phe Thr Val Ser Leu Ala Phe Ala Thr Gin 
1475 1480 1485 

Asp Arg Asn Ala Leu Leu Leu Tyr Asn Gly Arg Phe Asn Glu Lys His 
1490- 1495 1500 

Asp Phe lie Ala Leu Glu lie Val Glu Glu Gin Leu Gin Leu Thr Phe 
1505 1510 1515 1520 

Ser Ala Gly Glu Thr Thr Thr Thr Val Thr Pro Gin Val Pro Gly Gly 

1525 1530 1535 

Val Ser Asp Gly Arg Trp His Ser Val Leu Val Gin Tyr Tyr Asn Lys 

1540 1545 1550 

Pro Asn lie Gly His Leu Gly Leu Pro His Gly Pro Ser Gly Glu Lys 
1555 1560 1565 

Val Ala Val Val Thr Val Asp Asp Cys Asp Ala Ala Val Ala Val His 
1570 1575 1580 

Phe Gly Ser Tyr Val Gly Asn Tyr Ser Cys Ala Ala Gin Gly Thr Gin 
1585 1590 1595 1600 

Ser Gly Ser Lys Lys Ser Leu Asp Leu Thr Gly Pro Leu Leu Leu Gly 

1605 1610 1615 

Gly Val Pro Asn Leu Pro Glu Asp Phe Pro Val His Ser Arg Gin Phe 

1620 1625 1630 

Val Gly Cys Met Arg Asn Leu Ser lie Asp Gly Arg lie Val Asp Met 
1635 1640 1645 

Ala Ala Phe lie Ala Asn Asn Gly Thr Arg Ala Gly Cys Ala Ser Gin 
1650 1655 1660 

Arg Asn Phe Cys Asp Gly Thr Ser Cys Gin Asn Gly Gly Thr Cys Val 
1665 1670 1675 1680 

Asn Arg Trp Asn Thr Tyr Leu Cys Glu Cys Pro Leu Arg Phe Gly Gly 

1685 1690 1695 

Lys Asn Cys Glu Gin Ala Met Pro His Pro Gin Arg Phe Thr Gly Glu 

1700 1705 1710 
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Ser Val Val Leu Trp Ser Asp Leu Asp lie Thr lie Ser Val Pro Trp 

1715 1720 1725 



Tyr Leu Gly Leu Met Phe Arg Thr Arg Lys Glu Asp Gly Val Leu Met 

1730 1735 1740 

Glu Ala Thr Ala Gly Thr Ser Ser Arg Leu His Leu Gin lie Leu Asn 
1745 1750 1755 1760 

Ser Tyr lie Arg Phe Glu Val Ser Tyr Gly Pro Ser Asp Val Ala Ser 

1765 1770 1775 

Met Gin Leu Ser Lys Ser Arg lie Thr Asp Gly Gly Trp His His Leu 

1780 1785 1790 

Leu lie Glu Leu Arg Ser Ala Lys Glu Gly Lys Asp lie Lys Tyr Leu 
1795 1800 1805 

Ala Val Met Thr Leu Asp Tyr Gly Met Asp Gin Ser Thr Val Gin lie 
1810 1815 1820 

Gly Asn Gin Leu Pro Gly Leu Lys Met Arg Thr lie Val lie Gly Gly 
1825 1830 1835 1840 

Val Thr Glu Asp Lys Val Ser Val Arg His Gly Phe Arg Gly Cys Met 

1845 1850 1855 

Gin Gly Val Arg Met Gly Glu Thr Ser Thr Asn lie Ala Thr Leu Asn 

1860 1865 1870 

Met Asn Asp Ala Leu Lys Val Arg Val Lys Asp Gly Cys Asp Val Glu 
1875 1880 1885 

Asp Pro Cys Ala Ser Ser Pro Cys Pro Pro His Arg Pro Cys Arg Asp 
1890 1895 1900 

Thr Trp Asp Ser Tyr Ser Cys lie Cys Asp Arg Gly Tyr Phe Gly Lys 
1905 1910 1915 1920 

Lys Cys Val Asp Ala Cys Leu Leu Asn Pro Cys Lys His Val Ala Ala 

1925 1930 1935 

Cys Val Arg Ser Pro Asn Thr Pro Arg Gly Tyr Ser Cys Glu Cys Gly 

1940 1945 1950 

Pro Gly His Tyr Gly Gin Tyr Cys Glu Asn Lys Val Asp Leu Pro Cys 
1955 1960 1965 

Pro Lys Gly Trp Trp Gly Asn Pro Val Cys Gly Pro Cys His Cys Ala 
1970 1975 1980 

Val Ser Gin Gly Phe Asp Pro Asp Cys Asn Lys Thr Asn Gly Gin Cys 
1985 1990 1995 2000 

Gin Cys Lys Glu Asn Tyr Tyr Lys Pro Pro Ala Gin Asp Ala Cys Leu 

2005 2010 2015 
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Pro Cys Asp Cys Phe Pro His Gly Ser His Ser Arg Ala Cys Asp Met 

2020 2025 2030 



Asp Thr Gly Gin Cys Ala Cys Lys Pro Gly Val lie Gly Arg Gin Cys 

2035 2040 2045 

Asn Arg Cys Asp Asn Pro Phe Ala Glu Val Thr Ser Leu Gly Cys Glu 
2050 2055 2060 

Val lie Tyr Asn Gly Cys Pro Arg Ala Phe Glu Ala Gly lie Trp Trp 
2065 2070 2075 2080 

Pro Gin Thr Lys Phe Gly Gin Pro Ala Ala Val Pro Cys Pro Lys Gly 

2085 2090 2095 

Ser Val Gly Asn Ala Val Arg His Cys Ser Gly Glu Lys Gly Trp Leu 

2100 2105 2110 

Pro Pro Glu Leu Phe Asn Cys Thr Ser Gly Ser Phe Val Asp Leu Lys 
2115 2120 2125 

Ala Leu Asn Glu Lys Leu Asn Arg Asn Glu Thr Arg Met Asp Gly Asn 
2130 2135 2140 

Arg Ser Leu Arg Leu Ala Lys Ala Leu Arg Asn Ala Thr Gin Gly Asn 
2145 2150 2155 2160 

Ser Thr Leu Phe Gly Asn Asp Val Arg Thr Ala Tyr Gin Leu Leu Ala 

2165 2170 2175 

Arg lie Leu Gin His Glu Ser Arg Gin Gin Gly Phe Asp Leu Ala Ala 

2180 2185 2190 

Thr Arg Glu Ala Asn Phe His Glu Asp Val Val His Thr Gly Ser Ala 
2195 2200 2205 

Leu Leu Ala Pro Ala Thr Glu Ala Ser Trp Glu Gin lie Gin Arg Ser 
2210 2215 2220 

Glu Ala Gly Ala Ala Gin Leu Leu Arg His Phe Glu Ala Tyr Phe Ser 
2225 2230 2235 2240 

Asn Val Ala Arg Asn Val Lys Arg Thr Tyr Leu Arg Pro Phe Val lie 

2245 2250 2255 

Val Thr Ala Asn Met lie Leu Ala Val Asp lie Phe Asp Lys Leu Asn 

2260 2265 2270 

Phe Thr Gly Ala Gin Val Pro Arg Phe Glu Asp lie Gin Glu Glu Leu 
2275 2280 2285 

Pro Arg Glu Leu Glu Ser Ser Val Ser Phe Pro Ala Asp Thr Phe Lys 
2290 2295 2300 

Pro Pro Glu Lys Lys Glu Gly Pro Val Val Arg Leu Thr Asn Arg Arg 
2305 2310 2315 2320 
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Thr Thr Pro Leu Thr Ala Gin Pro Glu Pro Arg Ala Glu Arg Glu Thr 

2325 2330 2335 



Ser Ser Ser Arg Arg Arg Arg His Pro Asp Glu Pro Gly Gin Phe Ala 

2340 2345 2350 

Val Ala Leu Val Val lie Tyr Arg Thr Leu Gly Gin Leu Leu Pro Glu 
2355 2360 2365 

His Tyr Asp Pro Asp His Arg Ser Leu Arg Leu Pro Asn Arg Pro Val 
2370 2375 2380 

lie Asn Thr Pro Val Val Ser Ala Met Val Tyr Ser Glu Gly Thr Pro 
2385 2390 2395 2400 

Leu Pro Ser Ser Leu Gin Arg Pro lie Leu Val Glu Phe Ser Leu Leu 

2405 2410 2415 

Glu Thr Glu Glu Arg Ser Lys Pro Val Cys Val Phe Trp Asn His Ser 

2420 2425 2430 

Leu Asp Thr Gly Gly Thr Gly Gly Trp Ser Ala Lys Gly Cys Glu Leu 
2435 2440 2445 

Leu Ser Arg Asn Arg Thr His Val Thr Cys Gin Cys Ser His Ser Ala 
2450 2455 2460 

Ser Cys Ala Val Leu Met Asp lie Ser Arg Arg Glu His Gly Glu Val 
2465 2470 2475 2480 

Leu Pro Leu Lys He He Thr Tyr Ala Ala Leu Ser Leu Ser Leu Val 

2485 2490 2495 

Ala Leu Leu Val Ala Phe Val Leu Leu Ser Leu Val Arg Thr Leu Arg 

2500 2505 2510 

Ser Asn Leu His Ser He His Lys Asn Leu He Ala Ala Leu Phe Phe 
2515 2520 2525 

Ser Gin Leu He Phe Met Val Gly He Asn Gin Thr Glu Asn Pro Phe 
2530 2535 2540 

Leu Cys Thr Val Val Ala He Leu Leu His Tyr Val Ser Met Gly Thr 
2545 2550 2555 2560 

Phe Ala Trp Thr Leu Val Glu Asn Leu His Val Tyr Arg Met Leu Thr 

2565 2570 2575 

Glu Val Arg Asn He Asp Thr Gly Pro Met Arg Phe Tyr His Val Val 

2580 2585 2590 

Gly Trp Gly He Pro Ala He Val Thr Gly Leu Ala Val Gly Leu Asp 
2595 2600 2605 

Pro Gin Gly Tyr Gly Asn Pro Asp Phe Cys Trp Leu Ser Leu Gin Asp 
2610 2615 2620 
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Thr Leu He Trp Ser Phe Ala Gly Pro Val Gly Thr Val He He He 
2625 2630 2635 2640 

Asn Thr Val He Phe Val Leu Ser Ala Lys Val Ser Cys Gin Arg Lys 

2645 2650 2655 

His His Tyr Tyr Glu Arg Lys Gly Val Val Ser Met Leu Arg Thr Ala 

2660 2665 2670 

Phe Leu Leu Leu Leu Leu Val Thr Ala Thr Trp Leu Leu Gly Leu Leu 
2675 2680 2685 

Ala Val Asn Ser Asp Thr Leu Ser Phe His Tyr Leu Phe Ala Ala Phe 
2690 2695 2700 

Ser Cys Leu Gin Gly He Phe Val Leu Leu Phe His Cys Val Ala His 
2705 2710 2715 2720 

Arg Glu Val Arg Lys His Leu Arg Ala Val Leu Ala Gly Lys Lys Leu 

2725 2730 2735 

Gin Leu Asp Asp Ser Ala Thr Thr Arg Ala Thr Leu Leu Thr Arg Ser 

2740 2745 2750 

Leu Asn Cys Asn Asn Thr Tyr Ser Glu Gly Pro Asp Met Leu Arg Thr 
2755 2760 , 2765 

- * 

Ala Leu Gly Glu Ser Thr Ala Ser Leu Asp Ser Thr Thr Arg Asp Glu 
2770 2775 2780 

Gly Val Gin Lys Leu Ser Val Ser Ser Gly Pro Ala Arg Gly Asn His 
2785 2790 2795 2800 

Gly Glu Pro Asp Thr Ser Phe He Pro Arg Asn Ser Lys Lys Ala His 

2805 2810 2815 

Gly Pro Asp Ser Asp Ser Asp Ser Glu Leu Ser Leu Asp Glu His Ser 

2820 2825 2830 

Ser Ser Tyr Ala Ser Ser His Thr Ser Asp Ser Glu Asp Asp Gly Gly 
2835 2840 2845 

Glu Ala Glu Asp Lys Trp Asn Pro Ala Gly Gly Pro Ala His Ser Thr 
2850 2855 2860 

Pro Lys Ala Asp Ala Leu Ala Asn His Val Pro Ala Gly Trp Pro Asp 
2865 2870 2875 2880 

Glu Ser Leu Ala Gly Ser Asp Ser Glu Glu Leu Asp Thr Glu Pro His 

2885 2890 2895 

Leu Lys Val Glu Thr Lys Val Ser Val Glu Leu His Arg Gin Ala Gin 

2900 2905 2910 



Gly Asn His Cys Gly Asp Arg Pro Ser Asp Pro Glu Ser Gly Val Leu 
2915 2920 2925 
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Ala Lys Pro Val Ala Val Leu Ser Ser Gin Pro Gin Glu Gin Arg Lys 
2930 2935 2940 



Gly lie Leu Lys Asn Lys Val Thr Tyr Pro Pro Pro Leu Pro Glu Gin 
2945 2950 2955 2960 

Pro Leu Lys Ser Arg Leu Arg Glu Lys Leu Ala Asp Cys Glu Gin Ser 

2965 2970 2975 

Pro Thr Ser Ser Arg Thr Ser Ser Leu Gly Ser Gly Asp Gly Val His 

2980 2985 2990 

Ala Thr Asp Cys Val lie Thr lie Lys Thr Pro Arg Arg Glu Pro Gly 
2995 3000 3005 

Arg Glu His Leu Asn Gly Val Ala Met Asn Val Arg Thr Gly Ser Ala 
3010 3015 3020 

Gin Ala Asn Gly Ser Asp Ser Glu Lys Pro 
3025 3030 



<210> 71 
<211> 262 
<212> PRT 

<213> Homo sapiens 
<400> 71 

Gly Thr Gly Arg Glu Leu Val Gly lie Thr Gly Gly Cys Asp Val Ser 
15 10 15 

Ala Arg Arg His Pro Trp Gin Val Ser Leu Arg Phe Tyr Ser Met Lys 

20 25 30 

Lys Gly Leu Trp Glu Pro lie Cys Gly Gly Ser Leu lie His Pro Glu 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Leu Gly Pro Glu Glu Leu Glu Ala 
50 55 60 

Cys Ala Phe Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Glu Asp Asp 
65 70 75 80 

Gin Arg Thr Lys Val Val Glu lie Val Arg His Pro Gin Tyr Asn Glu 

85 90 95 

Ser Leu Ser Ala Gin Gly Gly Ala Asp lie Ala Leu Leu Lys Leu Glu 

100 105 110 

Ala Pro Val Pro Leu Ser Glu Leu lie His Pro Val Ser Leu Pro Ser 

115 120 125 

Ala Ser Leu Asp Val Pro Ser Gly Lys Thr Cys Trp Val Thr Gly Trp 
130 135 140 

Gly Val lie Gly Arg Gly Glu Leu Leu Pro Trp Pro Leu Ser Leu Trp 
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145 



150 



155 



160 



Glu Ala Thr Val 



Arg Arg Arg Phe 

180 

Lys Asp Asp Met 

195 

Gly Asp Asn Gly 
210 

Gin Val Glu Val 
225 

Pro Gly Met Tyr 



Lys Val Arg Ser 
165 

Pro Ser Asn His 



Leu Cys Ala Gly 

200 

Gly Pro Leu Leu 

215 

Val Ser Trp Gly 
230 

Thr Arg Val Thr 
245 



Asn Val Leu Cys 
170 

Thr Glu Arg Phe 
185 

Asp Glu Arg His 



Cys Arg Arg Asn 

220 

Lys Leu Cys Gly 

235 

Ser Tyr Val Ser 
250 



Asn Gin Thr Cys 

175 

Glu Arg Leu lie 
190 

Leu Ser Pro Gin 
205 

Cys Thr Trp Val 



Leu Arg Gly Tyr 

240 

Trp lie Arg Gin 

255 



Tyr Val Pro Pro Phe Pro 

260 



<210> 72 
<211> 256 
<212> PRT 

<213> Canis familiaris 
<400> 72 

Gly Thr Leu Ser Pro Lys Val Gly lie Val Gly Gly Cys Lys Val Pro 
15 10 15 

Ala Arg Arg Tyr Pro Trp Gin Val Ser Leu Arg Phe His Gly Met Gly 

20 25 30 

Ser Gly Gin Trp Gin His lie Cys Gly Gly Ser Leu lie His Pro Gin 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Val Glu Leu Glu Gly Leu Glu Ala 
50 55 60 

Ala Thr Leu Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Asp His Asp 
65 70 75 80 

Gin Leu Cys Asn Val Thr Glu lie lie Arg His Pro Asn Phe Asn Met 

85 90 95 

Ser Trp Tyr Gly Trp Asp Thr Ala Asp lie Ala Leu Leu Lys Leu Glu 

100 105 110 

Ala Pro Leu Thr Leu Ser Glu Asp Val Asn Leu Val Ser Leu Pro Ser 

115 120 125 

Pro Ser Leu lie Val Pro Pro Gly Met Leu Cys Trp Val Thr Gly Trp 
130 135 140 
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Gly Asp lie Ala 
145 

Glu Val Glu Val 



Gin Thr lie Leu 

180 

Cys Ala Gly Ser 

195 

Pro Leu Val Cys 
210 

Ser Trp Gly Tyr 
225 

Val Thr Ser Tyr 



Asp His Thr Pro 
150 

Pro He Val Gly 
165 

Glu Gin Asp Asp 



Glu Gly His Asp 

200 

Arg Trp Lys Cys 

215 

Gly Cys Gly Tyr 
230 

Val Ser Trp He 
245 



Leu Pro Pro Pro 

155 

Asn Arg Glu Cys 
170 

Glu Val He Lys 
185 

Ser Cys Gin Met 



Thr Trp He Gin 

220 

Asn Leu Pro Gly 

235 

His Gin His He 
250 



Tyr His Leu Gin 

160 

Asn Cys His Tyr 

175 

Gin Asp Met Leu 
190 

Asp Ser Gly Gly 
205 

Val Gly Val Val 



Val Tyr Ala Arg 

240 

Pro Leu Ser Pro 

255 



<210> 73 
<211> 263 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Pro Gly Thr Gly Arg Glu 
1 5 

Ser Ala Arg Arg His Pro 

20 

Lys Lys Gly Leu Trp Glu 

35 

Glu Trp Val Leu Thr Ala 
50 

Ala Cys Ala Phe Arg Val 
65 70 

Asp Gin Arg Thr Lys Val 

85 

Glu Ser Leu Ser Ala Gin 

100 

Glu Ala Pro Val Pro Leu 

115 

Ser Ala Ser Leu Asp Val 
130 



Leu Val Gly He Thr 

10 

Trp Gin Val Ser Leu 

25 

Pro He Cys Gly Gly 
40 

Ala His Cys Leu Gly 
55 

Gin Val Gly Gin Leu 

75 

Val Glu He Val Arg 

90 

Gly Gly Ala Asp He 

105 

Ser Glu Leu He His 
120 

Pro Ser Gly Lys Thr 
135 



Gly Gly Cys Asp Val 

15 

Arg Phe Tyr Ser Met 

30 

Ser Leu He His Pro 
45 

Pro Glu Glu Leu Glu 
60 

Arg Leu Tyr Glu Asp 

80 

His Pro Gin Tyr Asn 

95 

Ala Leu Leu Lys Leu 

110 

Pro Val Ser Leu Pro 
125 

Cys Trp Val Thr Gly 
140 
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Trp Gly Val lie Gly Arg Gly Glu Leu Leu Pro Trp Pro Leu Ser Leu 
145 150 155 160 



Trp Glu Ala Thr Val Lys Val Arg Ser Asn Val Leu Cys Asn Gin Thr 

165 170 175 

Cys Arg Arg Arg Phe Pro Ser Asn His Thr Glu Arg Phe Glu Arg Leu 

180 185 190 

lie Lys Asp Asp Met Leu Cys Ala Gly Asp Glu Arg His Leu Ser Pro 
195 200 205 

Gin Gly Asp Asn Gly Gly Pro Leu Leu Cys Arg Arg Asn Cys Thr Trp 
210 215 220 

Val Gin Val Glu Val Val Ser Trp Gly Lys Leu Cys Gly Leu Arg Gly 
225 230 235 240 

Tyr Pro Gly Met Tyr Thr Arg Val Thr Ser Tyr Val Ser Trp lie Arg 

245 250 255 

Gin Tyr Val Pro Pro Phe Pro 

260 



<210> 74 

<211> 254 

<212> PRT 

<213 > Homo sapiens 

<400> 74 

Pro Gly Gin Ala Leu Gin Arg Val Gly lie Val Gly Gly Gin Glu Ala 
15 10 15 

Pro Arg Ser Lys Trp Pro Trp Gin Val Ser Leu Arg Val His Gly Pro 

20 25 30 

Tyr Trp Met His Phe Cys Gly Gly Ser Leu lie His Pro Gin Trp Val 

35 40 45 

Leu Thr Ala Ala His Cys Val Gly Pro Asp Val Lys Asp Leu Ala Ala 
50 55 60 

Leu Arg Val Gin Leu Arg Glu Gin His Leu Tyr Tyr Gin Asp Gin Leu 
65 70 75 80 

Leu Pro Val Ser Arg lie lie Val His Pro Gin Phe Tyr Thr Ala Gin 

85 90 95 

lie Gly Ala Asp lie Ala Leu Leu Glu Leu Glu Glu Pro Val Lys Val 

100 105 110 

Ser Ser His Val His Thr Val Thr Leu Pro Pro Ala Ser Glu Thr Phe 

115 120 125 

Pro Pro Gly Met Pro Cys Trp Val Thr Gly Trp Gly Asp Val Asp Asn 
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130 



135 



140 



Asp Glu Arg Leu Pro Pro Pro Phe Pro Leu Lys Gin Val Lys Val Pro 

145 150 155 160 

lie Met Glu Asn His lie Cys Asp Ala Lys Tyr His Leu Gly Ala Tyr 

165 170 175 

Thr Gly Asp Asp Val Arg lie Val Arg Asp Asp Met Leu Cys Ala Gly 

180 185 190 

Asn Thr Arg Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val 

195 200 205 

Cys Lys Val Asn Gly Thr Trp Leu Gin Ala Gly Val Val Ser Trp Gly 
210 215 220 

Glu Gly Cys Ala Gin Pro Asn Arg Pro Gly lie Tyr Thr Arg Val Thr 

225 230 235 240 



Tyr Tyr Leu Asp Trp lie His His Tyr Val Pro Lys Lys Pro 

245 250 



<210> 75 

<211> 334 

<212> DNA 

<213> Homo sapiens 

<400> 75 

agaacgccgt gcgccacaac ctcagcctgc acaagtgctt cgtccgcgtg gagaacgtca 60 
agggtgccgt gtggactgtg gacgagcggg agtatcagaa gcggagaccg ccaaagatga 12 0 
cagggtatgt gggtccagag ctggatgggc tgtacctgcc cagggggcag gagccaactc 180 
acccccaccc cctacctctc cagggtacac atgtgcacca gatccttcct ggctggggga 24 0 
aggggtgtgg ggagaaagga gcagaggaga ctagtgcttg gggacagggg gctggaatcc 3 00 
ggaagtgatg gataatcaga aggcagacat ttat 334 



<210> 76 

<211> 334 

<212> DNA 

<213> Homo sapiens 



acaagtgctt cgtccgcgtg gagaacgtca 60 
agtatcagaa gcggagaccg ccaaagatga 12 0 
tgtacctgcc cagggggcag gagccaactc 180 
atgtgcacca gatccttcct ggctggggga 24 0 
ctagtgcttg gggacagggg gctggaatcc 300 
ttat 334 



<400> 76 
agaacgccgt 

agggtgccgt 

cagggtatgt 
acccccaccc 

aggggtgtgg 

ggaagtgatg 



gcgccacaac 
gtggactgtg 
gggtccagag 
cctacctctc 
ggagaaagga 
gataatcaga 



ctcagcctgc 
gacgagcggg 
ctggatgggc 
cagggtacac 
gcagaggaga 
aggcagacat 



<210> 77 

<211> 84 

<212> PRT 

<213> Homo sapiens 
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<400> 77 

Arg Pro Pro Phe 
1 

Thr Pro Asp Arg 

20 

Arg Met Phe Ala 

35 

Val Arg His Asn 
50 

Val Lys Gly Ala 
65 



Thr Tyr Ala Ser 
5 

Gin Leu Thr Leu 

Tyr Phe Arg Arg 

40 

Leu Ser Leu His 

55 

Val Trp Thr Val 
70 



Leu lie Arg Gin 
10 

Asn Glu lie Tyr 
25 

Asn Thr Ala Thr 



Lys Cys Phe Val 

60 

Asp Glu Arg Glu 

75 



Ala lie Leu Glu 

15 

Asn Trp Phe Thr 
30 

Trp Lys Asn Ala 
45 

Arg Val Glu Asn 

Tyr Gin Lys Arg 

80 



Arg Pro Pro Lys 



<210> 78 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Arg Pro Pro Phe Thr Tyr Ala Ser Leu lie Arg Gin Ala lie Leu Glu 
15 10 15 

Ser Pro Glu Lys Gin Leu Thr Leu Asn Glu He Tyr Asn Trp Phe Thr 

20 25 30 

Arg Met Phe Ala Tyr Phe Arg Arg Asn Ala Ala Thr Trp Lys Asn Ala 

35 40 45 

Val Arg His Asn Leu Ser Leu His Lys Cys Phe Val Arg Val Glu Asn 
50 55 60 

Val Lys Gly Ala Val Trp Thr Val Asp Asp Val Glu Phe Gin Lys Arg 
65 70 75 80 



Arg Pro Gin Lys 



<210> 79 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 79 

Tyr Ala Met Tyr Thr Asn Ser Ser Ser Tyr Gin Thr Gly Pro Asn His 
15 10 15 

Glu Phe Tyr Lys Asn Ala Asp Val Arg Pro Pro Phe Thr Tyr Ala Ser 

20 25 30 
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i 



Leu lie Arg Gin Ala lie Leu Glu Thr Pro Asp Arg Gin Leu Thr Leu 

35 40 45 



Asn Glu lie Tyr Asn Trp Phe Thr Arg Met Phe Ala Tyr Phe Arg Arg 
50 55 60 

Asn Thr Ala Thr Trp Lys Asn Ala Val Arg His Asn Leu Ser Leu His 
65 70 75 80 

Lys Cys Phe Val Arg Val Glu Asn Val Lys Gly Ala Val Trp Thr Val 

85 90 95 

Asp Glu Arg Glu Tyr Gin Lys Arg Arg 

100 105 



<210> 80 
<211> 105 
<212> PRT 

<213> Mus musculus 
<400> 80 

Trp Gly Ser His Gly Asn Ser Ser Phe Pro Glu Phe Phe His Asn Met 
15 10 15 

Asp Tyr Phe Lys Tyr His Asn Met Arg Pro Pro Phe Thr Tyr Ala Thr 

20 25 30 

Leu lie Arg Trp Ala lie Leu Glu Ala Pro Glu Arg Gin Arg Thr Leu 

35 40 45 

Asn Glu lie Tyr His Trp Phe Thr Arg Met Phe Ala Tyr Phe Arg Asn 
50 55 60 

His Pro Ala Thr Trp Lys Asn Ala lie Arg His Asn Leu Ser Leu His 
65 70 75 80 

Lys Cys Phe Val Arg Val Glu Ser Glu Lys Gly Ala Val Trp Thr Val 

85 90 95 

Asp Glu Phe Glu Phe Arg Lys Lys Arg 

100 105 



<210> 81 

<211> 174 

<212> DNA 

<213> Homo sapiens 

<400> 81 

cccgtccccg agaatgacct ggtgggcatt gtggggggcc acaacaccca ggggaagtgg 60 
tcgtggcagg tcagcctgag gatctatagc taccactggg cctcctgggt gcccatctgc 12 0 
gggggctccc tcatccaccc ccagtgggtg ctgaccgccg ctcactgcat tttc 174 



<210> 82 
<211> 177 
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<212> DNA 

<213> Homo sapiens 



<400> 82 

cccgtcccag agaatgacct ggtgggcatt gtggggggcc acaatgcccc cccggggaag 60 

tggccgtggc aggtcagcct gagggtctac agctaccact gggcctcctg ggcgcacatc 12 0 

tgtgggggct ccctcatcca cccccagtgg gtgctgactg ctgcccactg cattttc 177 



<210> 83 
<211> 267 
<212> PRT 

<213> Homo sapiens 
<400> 83 

Leu Leu Leu Leu Phe Leu Ala Val Ser Ser Leu Gly Ser Cys Ser Thr 
15 10 15 

Gly Ser Pro Ala Pro Val Pro Glu Asn Asp Leu Val Gly lie Val Gly 

20 25 30 

Gly His Asn Thr Gin Gly Lys Trp Ser Trp Gin Val Ser Leu Arg lie 

35 40 45 

Tyr Ser Tyr His Trp Ala Ser Trp Val Pro lie Cys Gly Gly Ser Leu 
50 55 60 

lie His Pro Gin Trp Val Leu Thr Ala Ala His Cys lie Phe Arg Lys 
65 70 75 80 

Asp Thr Asp Pro Ser Thr Tyr Arg lie His Thr Arg Asp Val Tyr Leu 

85 90 95 

Tyr Gly Gly Arg Gly Leu Leu Asn Val Ser Gin lie Val Val His Pro 

100 105 110 

Asn Tyr Ser Val Phe Phe Leu Gly Ala Asp lie Ala Leu Leu Lys Leu 

115 120 125 

Ala Thr Ser Val Arg Thr Thr Asn Thr Leu Ala Ala Val Ala Leu Pro 
130 135 140 

Ser Leu Ser Leu Glu Phe Thr Asp Ser Asp Asn Cys Trp Asn Thr Gly 
145 150 155 160 

Trp Gly Met Val Gly Leu Leu Asp Met Leu Pro Pro Pro Tyr Arg Pro 

165 170 175 

Gin Gin Val Lys Val Leu Thr Leu Ser Asn Ala Asp Cys Glu Arg Gin 

180 185 190 

Thr Tyr Asp Ala Phe Pro Gly Ala Gly Asp Arg Lys Phe lie Gin Asp 
195 200 205 

Asp Met lie Cys Ala Gly Arg Thr Gly Arg Arg Thr Trp Lys Gly Asp 
210 215 220 
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Ser Gly Gly Pro Leu Val Cys Lys Lys Lys Gly Thr Trp Leu Gin Ala 
225 230 235 240 

Gly Val Val Ser Trp Gly Phe Tyr Ser Asp Arg Pro Ser lie Gly Val 

245 250 255 

Tyr Thr Trp Val Gin Thr Tyr Val Pro Trp lie 

260 265 



<210> 84 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Leu Asn Leu Leu Leu Leu Ala Leu Pro Val Leu Ala Ser Arg Ala Tyr 
15 10 15 

Ala Ala Pro Ala Pro Gly Gin Ala Leu Gin Arg Val Gly lie Val Gly 

20 25 30 

Gly Gin Glu Ala Pro Arg Ser Lys Trp Pro Trp Gin Val Ser Leu Arg 

35 40 45 

Val His Gly Pro Tyr Trp Met His Phe Cys Gly Gly Ser Leu lie His 
50 55 60 

Pro Gin Trp Val Leu Thr Ala Ala His Cys Val Gly Pro Asp Val Lys 
65 70 75 80 

Asp Leu Ala Ala Leu Arg Val Gin Leu Arg Glu Gin His Leu Tyr Tyr 

85 90 95 

Gin Asp Gin Leu Leu Pro Val Ser Arg lie lie Val His Pro Gin Phe 

100 105 110 

Tyr Thr Ala Gin lie Gly Ala Asp lie Ala Leu Leu Glu Leu Glu Glu 

115 120 125 

Pro Val Lys Val Ser Ser His Val His Thr Val Thr Leu Pro Pro Ala 
130 135 140 

Ser Glu Thr Phe Pro Pro Gly Met Pro Cys Trp Val Thr Gly Trp Gly 
145 150 155 160 

Asp Val Asp Asn Asp Glu Arg Leu Pro Pro Pro Phe Pro Leu Lys Gin 

165 170 175 

Val Lys Val Pro lie Met Glu Asn His lie Cys Asp Ala Lys Tyr His 

180 185 190 

Leu Gly Ala Tyr Thr Gly Asp Asp Val Arg lie Val Arg Asp Asp Met 

195 200 205 

Leu Cys Ala Gly Asn Thr Arg Arg Asp Ser Cys Gin Gly Asp Ser Gly 
210 215 220 



75 



Gly Pro Leu Val Cys Lys Val Asn Gly Thr Trp Leu Gin Ala Gly Val 
225 230 235 240 



Val Ser Trp Gly Glu Gly Cys Ala Gin Pro Asn Arg Pro Gly lie Tyr 

245 250 255 



Thr Arg Val Thr Tyr Tyr Leu Asp Trp lie 

260 265 



<210> 85 

<211> 248 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Ala Pro Val Pro Glu Asn Asp Leu Val Gly lie Val Gly Gly His Asn 
15 10 15 

Thr Gin Gly Lys Trp Ser Trp Gin Val Ser Leu Arg lie Tyr Ser Tyr 

20 25 30 

His Trp Ala Ser Trp Val Pro lie Cys Gly Gly Ser Leu lie His Pro 

35 40 45 

Gin Trp Val Leu Thr Ala Ala His Cys He Phe Arg Lys Asp Thr Asp 
50 55 60 

Pro Ser Thr Tyr Arg He His Thr Arg Asp Val Tyr Leu Tyr Gly Gly 
65 70 75 80 

Arg Gly Leu Leu Asn Val Ser Gin He Val Val His Pro Asn Tyr Ser 

85 90 95 

Val Phe Phe Leu Gly Ala Asp He Ala Leu Leu Lys Leu Ala Thr Ser 

100 105 110 

Val Arg Thr Thr Asn Thr Leu Ala Ala Val Ala Leu Pro Ser Leu Ser 

115 120 125 

Leu Glu Phe Thr Asp Ser Asp Asn Cys Trp Asn Thr Gly Trp Gly Met 
130 135 140 

Val Gly Leu Leu Asp Met Leu Pro Pro Pro Tyr Arg Pro Gin Gin Val 
145 150 155 160 

Lys Val Leu Thr Leu Ser Asn Ala Asp Cys Glu Arg Gin Thr Tyr Asp 

165 170 175 

Ala Phe Pro Gly Ala Gly Asp Arg Lys Phe He Gin Asp Asp Met He 

180 185 190 

Cys Ala Gly Arg Thr Gly Arg Arg Thr Trp Lys Gly Asp Ser Gly Gly 

195 200 205 

Pro Leu Val Cys Lys Lys Lys Gly Thr Trp Leu Gin Ala Gly Val Val 
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210 



215 



220 



Ser Trp Gly Phe 
225 

Val Gin Thr Tyr 



<210> 86 
<211> 247 
<212> PRT 
<213> Mus muscu 

<400> 86 
Ala Pro Arg Pro 
1 

Ala Ser Glu Ser 

20 

Asn Tyr Trp lie 

35 

Val Leu Thr Ala 
50 

Leu Phe Arg Val 
65 

Leu Leu Ser Leu 



Glu Gly Gly Ala 

100 

Val Ser Thr His 

115 

Phe Pro Pro Gly 
130 

Asn Asp Glu Pro 
145 

Pro lie Val Glu 



Tyr Thr Gly Asp 

180 

Gly Asn Thr Arg 

195 

Val Cys Lys Val 
210 



Tyr Ser Asp Arg 
230 

Val Pro Trp lie 
245 



us 



Ala Asn Gin Arg 
5 

Lys Trp Pro Trp 



His Phe Cys Gly 

40 

Ala His Cys Val 

55 

Gin Leu Arg Glu 
70 

Asn Arg lie Val 
85 

Asp Val Ala Leu 



lie His Pro lie 

120 

Thr Ser Cys Trp 

135 

Leu Pro Pro Pro 
150 

Asn Ser Leu Cys 
165 

Asp Phe Pro lie 



Arg Asp Ser Cys 

200 

Lys Gly Thr Trp 

215 



Pro Ser lie Gly 
235 



Val Gly lie Val 
10 

Gin Val Ser Leu 
25 

Gly Ser Leu lie 



Gly Pro His lie 

60 

Gin Tyr Leu' Tyr 

75 

Val His Pro His 
90 

Leu Glu Leu Glu 
105 

Ser Leu Pro Pro 



Val Thr Gly Trp 

140 

Tyr Pro Leu Lys 

155 

Asp Arg Lys Tyr 
170 

Val His Asp Gly 
185 

Gin Gly Asp Ser 



Leu Gin Ala Gly 

220 



Val Tyr Thr Trp 

240 



Gly Gly His Glu 

15 

Arg Phe Lys Leu 
30 

His Pro Gin Trp 
45 

Lys Ser Pro Gin 



Tyr Gly Asp Gin 

80 

Tyr Tyr Thr Ala 

95 

Val Pro Val Asn 
110 

Ala Ser Glu Thr 
125 

Gly Asp lie Asp 



Gin Val Lys Val 

160 

His Thr Gly Leu 

175 

Met Leu Cys Ala 
190 

Gly Gly Pro Leu 
205 

Val Val Ser Trp 
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Gly Glu Gly Cys Ala Gin Pro Asn Lys Pro Gly lie Tyr Thr Arg Val 
225 230 235 240 



Thr Tyr Tyr Leu Asp Trp lie 

245 



<210> 87 

<211> 113 

<212> DNA 

<213> Homo sapiens 



<400> 87 

catctgtggg ggctccctca tccacccaga gtgggtgctg accgccgccc actgcctttt 60 
tctgtggggg ctccctcatc cacccagagt gggtgctgac cgccgcccac tgc 113 



<210> 88 

<211> 113 

<212> DNA 

<213> Homo sapiens 



<400> 88 

catctgtggg ggctccctca tccaccccca gtgggtgctg actgctgccc actgcatttt 60 
tctgcggggg ctccctcatc cacccccagt gggtgctgac cgcagcgcac tgc 113 



<210> 89 

<211> 261 

<212> PRT 

<213> Homo sapiens 

<400> 89 

Gly Thr Gly Arg Glu Leu Val Gly lie Thr Gly Gly Cys Asp Val Ser 
15 10 15 

Ala Arg Arg His Pro Trp Gin Val Ser Leu Arg Phe Tyr Ser Met Lys 

20 25 30 

Lys Gly Leu Trp Glu Pro lie Cys Gly Gly Ser Leu lie His Pro Glu 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Leu Leu Glu Glu Leu Glu Ala Cys 
50 55 60 

Ala Phe Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Glu Asp Asp Gin 
65 70 75 80 

Arg Thr Lys Val Val Glu lie Val Arg His Pro Gin Tyr Asn Glu Ser 

85 90 95 

Leu Ser Ala Gin Gly Gly Ala Asp lie Ala Leu Leu Lys Leu Glu Ala 

100 105 110 

Pro Val Pro Leu Ser Glu Leu lie His Pro Val Ser Leu Pro Ser Ala 
115 120 125 



78 



Ser Leu Asp Val 
130 

Val He Gly Arg 
145 

Ala Thr Val Lys 



Arg Arg Phe Pro 

180 

Asp Asp Met Leu 

195 

Asp Asn Gly Gly 
210 

Val Glu Val Val 
225 

Gly Met Tyr Thr 



Pro Ser Gly Lys 

135 

Gly Glu Leu Leu 
150 

Val Arg Ser Asn 
165 

Ser Asn His Thr 



Cys Ala Gly Asp 

200 

Pro Leu Leu Cys 

215 

Ser Trp Gly Lys 
230 

Arg Val Thr Ser 
245 



Thr Cys Trp Val 

140 

Pro Trp Pro Leu 
155 

Val Leu Cys Asn 
170 

Glu Arg Phe Glu 
185 

Gly Asn His Gly 



Arg Arg Asn Cys 

220 

Leu Cys Gly Leu 
235 

Tyr Val Ser Trp 
250 



Thr Gly Trp Gly 



Ser Leu Trp Glu 

160 

Gin Thr Cys Arg 

175 

Arg Leu He Lys 
190 

Ser Trp Pro Gly 
205 

Thr Trp Val Gin 



Arg Gly Tyr Pro 

240 

He Arg Gin Tyr 
255 



Val Pro Pro Phe Pro 

260 



<210> 90 
<211> 256 
<212> PRT 

<213> Canis familiaris 
<400> 90 

Gly Thr Leu Ser Pro Lys Val Gly He Val Gly Gly Cys Lys Val Pro 
15 10 15 

Ala Arg Arg Tyr Pro Trp Gin Val Ser Leu Arg Phe His Gly Met Gly 

20 25 30 

Ser Gly Gin Trp^ Gin His He Cys Gly Gly Ser Leu He His Pro Gin 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Val Glu Leu Glu Gly Leu Glu Ala 
50 55 60 

Ala Thr Leu Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Asp His Asp 
65 70 75 80 

Gin Leu Cys Asn Val Thr Glu He He Arg His Pro Asn Phe Asn Met 

85 90 95 

Ser Trp Tyr Gly Trp Asp Thr Ala Asp He Ala Leu Leu Lys Leu Glu 

100 105 110 

Ala Pro Leu Thr Leu Ser Glu Asp Val Asn Leu Val Ser Leu Pro Ser 

115 120 125 



79 



Pro Ser Leu lie 
130 

Gly Asp lie Ala 
145 

Glu Val Glu Val 



Gin Thr lie Leu 

180 

Cys Ala Gly Ser 
195 

Pro Leu Val Cys 
210 

Ser Trp Gly Tyr 
225 

Val Thr Ser Tyr 



Val Pro Pro Gly 

135 

Asp His Thr Pro 
150 

Pro lie Val Gly 
165 

Glu Gin Asp Asp 



Glu Gly His Asp 

200 

Arg Trp Lys Cys 

215 

Gly Cys Gly Tyr 
230 

Val Ser Trp lie 
245 



Met Leu Cys Trp 

140 

Leu Pro Pro Pro 

155 

Asn Arg Glu Cys 
170 

Glu Val He Lys 
185 

Ser Cys Gin Met 



Thr Trp He Gin 

220 

Asn Leu Pro Gly 

235 

His Gin His He 
250 



Val Thr Gly Trp 



Tyr His Leu Gin 

160 

Asn Cys His Tyr 

175 

Gin Asp Met Leu 
190 

Asp Ser Gly Gly 
205 

Val Gly Val Val 



Val Tyr Ala Arg 

240 

Pro Leu Ser Pro 

255 



<210> 91 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<400> 91 

Pro Gly Glu Gly Thr Gly Arg Glu Leu Val Gly He Thr Gly Gly Cys 
15 10 15 

Asp Val Ser Ala Arg Arg His Pro Trp Gin Val Ser Leu Arg Phe Tyr 

20 25 30 

Ser Met Lys Lys Gly Leu Trp Glu Pro He Cys Gly Gly Ser Leu He 

35 40 45 

His Pro Glu Trp Val Leu Thr Ala Ala His Cys Leu Leu Glu Glu Leu 
50 55 60 

Glu Ala Cys Ala Phe Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Glu 
65 70 75 80 

Asp Asp Gin Arg Thr Lys Val Val Glu He Val Arg His Pro Gin Tyr 

85 90 95 

Asn Glu Ser Leu Ser Ala Gin Gly Gly Ala Asp He Ala Leu Leu Lys 

100 105 110 

Leu Glu Ala Pro Val Pro Leu Ser Glu Leu He His Pro Val Ser Leu 



80 



115 



120 



125 



Pro Ser Ala Ser Leu Asp Val Pro Ser Gly Lys Thr Cys Trp Val Thr 
130 135 140 

Gly Trp Gly Val lie Gly Arg Gly Glu Leu Leu Pro Trp Pro Leu Ser 
145 150 155 160 

Leu Trp Glu Ala Thr Val Lys Val Arg Ser Asn Val Leu Cys Asn Gin 

165 170 175 

Thr Cys Arg Arg Arg Phe Pro Ser Asn His Thr Glu Arg Phe Glu Arg 

180 185 190 

0 

Leu lie Lys Asp Asp Met Leu Cys Ala Gly Asp Gly Asn His Gly Ser 

195 200 205 

Trp Pro Gly Asp Asn Gly Gly Pro Leu Leu Cys Arg Arg Asn Cys Thr 
210 215 220 

Trp Val Gin Val Glu Val Val Ser Trp Gly Lys Leu Cys Gly Leu Arg 
225 230 235 240 

Gly Tyr Pro Gly Met Tyr Thr Arg Val Thr Ser Tyr Val Ser Trp lie 

245 250 255 

Arg Gin Tyr Val Pro Pro Phe Pro 

260 



<210> 92 

<211> 256 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Pro Ala Pro Gly Gin Ala Leu Gin Arg Val Gly lie Val Gly Gly Gin 
15 10 15 

Glu Ala Pro Arg Ser Lys Trp Pro Trp Gin Val Ser Leu Arg Val His 

20 25 30 

Gly Pro Tyr Trp Met His Phe Cys Gly Gly Ser Leu lie His Pro Gin 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Val Gly Pro Asp Val Lys Asp Leu 
50 55 60 

Ala Ala Leu Arg Val Gin Leu Arg Glu Gin His Leu Tyr Tyr Gin Asp 
65 70 75 80 

Gin Leu Leu Pro Val Ser Arg lie lie Val His Pro Gin Phe Tyr Thr 

85 90 95 

Ala Gin lie Gly Ala Asp lie Ala Leu Leu Glu Leu Glu Glu Pro Val 

100 105 110 
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Lys Val Ser Ser 
115 

Thr Phe Pro Pro 
130 

Asp Asn Asp Glu 
145 

Val Pro lie Met 



Ala Tyr Thr Gly 

180 

Ala Gly Asn Thr 

195 

Leu Val Cys Lys 
210 

Trp Gly Glu Gly 
225 

Val Thr Tyr Tyr 



His Val His Thr 

120 

Gly Met Pro Cys 

135 

Arg Leu Pro Pro 
150 

Glu Asn His lie 
165 

Asp Asp Val Arg 



Arg Arg Asp Ser 

200 

Val Asn Gly Thr 

215 

Cys Ala Gin Pro 
230 

Leu Asp Trp lie 

245 



Val Thr Leu Pro 



Trp Val Thr Gly 

140 

Pro Phe Pro Leu 
155 

Cys Asp Ala Lys 
170 

lie Val Arg Asp 
185 

Cys Gin Gly Asp 



Trp Leu Gin Ala 

220 

Asn Arg Pro Gly 

235 

His His Tyr Val 
250 



Pro Ala Ser Glu 
125 

Trp Gly Asp Val 



Lys Gin Val Lys 

160 

Tyr His Leu Gly 

175 

Asp Met Leu Cys 
190 

Ser Gly Gly Pro 
205 

Gly Val Val Ser 



lie Tyr Thr Arg 

240 

Pro Lys Lys Pro 

255 



<210> 93 
<211> 125 
<212> DNA 

<213> Homo sapiens 
<400> 93 

gcggacatcg ccctgctgaa gctggaggcc 
gtctcgctcc cgtctgcctc ccgggacgtg 
tgggg 



ccggtgccgc tgtctgagct catccacccg 60 
ccctcgggga agacctgctg ggtgaccggc 12 

12 



<210> 94 
<211> 125 
<212> DNA 

<213> Canis familiaris 
<400> 94 

gcggacatcg ccctgctgaa gctggaggcc 
gtgtccctcc cgtctccctc cctgattgtc 
tgggg 



cccctgacgc tctccgagga cgtcaacctg 60 
cccccgggga tgctatgctg ggtgaccggc 12 

12 



<210> 95 

<211> 203 

<212> PRT 

<213> Homo sapiens 



82 



<400> 95 

Glu Glu Leu Glu Ala Cys Ala Phe Arg Val Gin Val Gly Gin Leu Arg 
15 10 15 

Leu Tyr Glu Asp Asp Gin Arg Thr Lys Val Val Glu lie Val Arg His 

20 25 30 

Pro Gin Tyr Asn Glu Ser I^eu Ser Ala Gin Gly Gly Ala Asp lie Ala 

35 40 45 

Leu Leu Lys Leu Glu Ala Pro Val Pro Leu Ser Glu Leu lie His Pro 
50 55 60 

Val Ser Leu Pro Ser Ala Ser Arg Asp Val Pro Ser Gly Lys Thr Cys 
65 70 75 80 

Trp Val Thr Gly Trp Gly Val lie Gly Arg Gly Glu Leu Leu Pro Trp 

85 90 95 

Pro" Leu Ser Leu Trp Glu Ala Thr Val Lys Val Arg Ser Asn Val Leu 

100 105 110 

Cys Asn Gin Thr Cys Arg Arg Arg Phe Pro Ser Asn His Thr Glu Arg 

115 120 125 

Phe Glu Arg Leu lie Lys Asp Asp Met Leu Cys Ala Gly Asp Gly Asn 
130 135 140 

His Gly Ser Trp Pro Gly Asp Asn Gly Gly Pro Leu Leu Cys Arg Arg 
145 150 155 160 

Asn Cys Thr Trp Val Gin Val Glu Val Val Ser Trp Gly Lys Leu Cys 

165 170 175 

Gly Leu Arg Gly Tyr Pro Gly Met Tyr Thr Arg Val Thr Ser Tyr Val 

180 185 190 

Ser Trp lie Arg Gin Tyr Val Pro Pro Phe Pro 
195 200 



<210> 96 
<211> 197 
<212> PRT 

<213> Canis familiaris 
<400> 96 

Glu Gly Leu Glu Ala Ala Thr Leu Arg Val Gin Val Gly Gin Leu Arg 
15 10 15 

Leu Tyr Asp His Asp Gin Leu Cys Asn Val Thr Glu lie lie Arg His 

20 25 30 

Pro Asn Phe Asn Met Ser Trp Tyr Gly Trp Asp Thr Ala Asp lie Ala 

35 40 45 
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Leu Leu Lys Leu 
50 

Val Ser Leu Pro 
65 

Trp Val Thr Gly 



Pro Tyr His Leu 

100 

Cys Asn Cys His 
115 

Lys Gin Asp Met 
130 

Met Asp Ser Gly 
145 

Gin Val Gly Val 



Gly Val Tyr Ala 

180 

lie Pro Leu Ser 



Glu Ala Pro Leu 

55 

Ser Pro Ser Leu 
70 

Trp Gly Asp lie 
85 

Gin Glu Val Glu 



Tyr Gin Thr lie 

120 

Leu Cys Ala Gly 

135 

Gly Pro Leu Val 
150 

Val Ser Trp Gly 
165 

Arg Val Thr Ser 



Pro 



Thr Leu Ser Glu 

60 

lie Val Pro Pro 

75 

Ala Asp His Thr 
90 

Val Pro lie Val 
105 

Leu Glu Gin Asp 



Ser Glu Gly His 

140 

Cys Arg Trp Lys 

155 

Tyr Gly Cys Gly 
170 

Tyr Val Ser Trp 
185 



Asp Val Asn Leu 



Gly Met Leu Cys 

80 

Pro Leu Pro Pro 

95 

Gly Asn Arg Glu 
110 

Asp Glu Val He 
125 

Asp Ser Cys Gin 



Cys Thr Trp He 

160 

Tyr Asn Leu Pro 

175 

He His Gin His 
190 



<210> 97 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Gly Arg Glu Glu Leu Glu Ala Cys Ala Phe Arg Val Gin Val Gly Gin 
15 10 15 

Leu Arg Leu Tyr Glu Asp Asp Gin Arg Thr Lys Val Val Glu He Val 

20 25 30 

Arg His Pro Gin Tyr Asn Glu Ser Leu Ser Ala Gin Gly Gly Ala Asp 

35 40 45 

He Ala Leu Leu Lys Leu Glu Ala Pro Val Pro Leu Ser Glu Leu He 
50 55 60 

His Pro Val Ser Leu Pro Ser Ala Ser Arg Asp Val Pro Ser Gly Lys 
65 70 75 80 

Thr Cys Trp Val Thr Gly Trp Gly Val He Gly Arg Gly Glu Leu Leu 

85 90 95 

Pro Trp Pro Leu Ser Leu Trp Glu Ala Thr Val Lys Val Arg Ser Asn 

100 105 110 



84 



Val Leu Cys Asn Gin Thr Cys Arg Arg Arg Phe Pro Ser Asn His Thr 

115 120 125 

Glu Arg Phe Glu Arg Leu lie Lys Asp Asp Met Leu Cys Ala Gly Asp 

130 135 140 

Gly Asn His Gly Ser Trp Pro Gly Asp Asn Gly Gly Pro Leu Leu Cys 

145 150 155 160 

Arg Arg Asn Cys Thr Trp Val Gin Val Glu Val Val Ser Trp Gly Lys 

165 170 175 

Leu Cys Gly Leu Arg Gly Tyr Pro Gly Met Tyr Thr Arg Val Thr Ser 

180 185 190 

Tyr Val Ser Trp lie Arg Gin Tyr Val Pro Pro Phe Pro 

195 200 205 



<210> 98 
<211> 199 
<212> PRT 

<213> Homo sapiens 
<400> 98 

Gly Pro Asp Val Lys Asp Leu Ala Ala Leu Arg Val Gin Leu Arg Glu 
15 10 15 

Gin His Leu Tyr Tyr Gin Asp Gin Leu Leu Pro Val Ser Arg lie lie 

20 25 30 

Val His Pro Gin Phe Tyr Thr Ala Gin lie Gly Ala Asp lie Ala Leu 

35 40 45 

Leu Glu Leu Glu Glu Pro Val Lys Val Ser Ser His Val His Thr Val 
50 55 60 

Thr Leu Pro Pro Ala Ser Glu Thr Phe Pro Pro Gly Met Pro Cys Trp 
65 70 75 80 

Val Thr Gly Trp Gly Asp Val Asp Asn Asp Glu Arg Leu Pro Pro Pro 

85 90 95 

Phe Pro Leu Lys Gin Val Lys Val Pro lie Met Glu Asn His lie Cys 

100 105 110 

Asp Ala Lys Tyr His Leu Gly Ala Tyr Thr Gly Asp Asp Val Arg lie 

115 120 125 

Val Arg Asp Asp Met Leu Cys Ala Gly Asn Thr Arg Arg Asp Ser Cys 
130 135 140 

Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Lys Val Asn Gly Thr Trp 
145 150 155 160 

Leu Gin Ala Gly Val Val Ser Trp Gly Glu Gly Cys Ala Gin Pro Asn 



85 



165 170 175 

Arg Pro Gly lie Tyr Thr Arg Val Thr Tyr Tyr Leu Asp Trp lie His 

180 185 190 

His Tyr Val Pro Lys Lys Pro 
195 



<210> 99 
<211> 120 
<212> DNA 

<213> Homo sapiens 
<400> 99 

gccaggaggc acccctggca ggtcagcctg aggttctaca gcatgaagaa gggtctgtgg 60 
gagcccatct gtgggggctc cctcatccac ccagagtggg tgctgaccgc cgcccactgc 12 0 



<210> 100 . - 

<211> 120 
<212> DNA 

<213> Canis familiar is 
<400> 100 

gccaggaggt acccgtggca ggtcagcctg aggttccatg gcatgggtag cggccagtgg 60 
cagcacatct gcggaggctc cctcatccac ccccagtggg tgctgaccgc ggcccactgc 120 



<210> 101 
<211> 262 
<212> PRT 

<213> Homo sapiens 
<400> 101 

Gly Thr Gly Arg Glu Leu Val Gly lie Thr Gly Gly Cys Asp Val Ser 
15 10 15 

Ala Arg Arg His Pro Trp Gin Val Ser Leu Arg Phe Tyr Ser Met Lys 

20 25 30 

Lys Gly Leu Trp Glu Pro lie Cys Gly Gly Ser Leu lie His Pro Glu 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Leu Gly Arg Glu Glu Leu Glu Ala 
50 55 60 

Cys Ala Phe Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Glu Asp Asp 
65 70 75 80 

Gin Arg Thr Lys Val Val Glu lie Val Arg His Pro Gin Tyr Asn Glu 

85 90 95 

Ser Leu Ser Ala Gin Gly Gly Ala Asp lie Ala Leu Leu Lys Leu Glu 

100 105 110 

Ala Pro Val Pro Leu Ser Glu Leu lie His Pro Val Ser Leu Pro Ser 
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115 

Ala Ser Arg Pro 
130 

Ala Glu Thr Asp 
145 

Glu Ala Thr Val 



Arg Arg Arg Phe 

180 

Lys Asp Asp Met 

195 

Gly Asp Asn Gly 
210 

Gin Val Glu Val 
225 

Pro Gly Met Tyr 



Tyr Val Pro Pro 

260 



120 

Gly Leu Gin Thr 

135 

Gly Gin Glu Leu 
150 

Lys Val Arg Ser 
165 

Pro Ser Asn His 



Leu Cys Ala Gly 

200 

Gly Pro Leu Leu 

215 

Val Ser Trp Gly 
230 

Thr Arg Val Thr 
245 

Phe Pro 



Arg Pro Gly Trp 

140 

Leu Pro Trp Pro 

155 

Asn Val Leu Cys 
170 

Thr Glu Arg Phe 
185 . 

Asp Gly Asn His 



Cys Arg Arg Asn 

220 

Lys Leu Cys Gly 

235 

Ser Tyr Val Ser 
250 



125 

Leu Pro Ala Ala 



Leu Ser Leu Trp 

160 

Asn Gin Thr Cys 

175 

Glu Arg Leu lie 
190 

Gly Ser Trp Pro 
205 

Cys Thr Trp Val 



Leu Arg Gly Tyr 

240 

Trp lie Arg Gin 

255 



<210> 102 
<211> 256 
<212> PRT 

<213> Canis familiaris 
<400> 102 

Gly Thr Leu Ser Pro Lys Val Gly lie Val Gly Gly Cys Lys Val Pro 
15 10 15 

Ala Arg Arg Tyr Pro Trp Gin Val Ser Leu Arg Phe His Gly Met Gly 

20 25 30 

Ser Gly Gin Trp Gin His lie Cys Gly Gly Ser Leu lie His Pro Gin 

35 40 45 

Trp Val Leu Thr Ala Ala His Cys Val Glu Leu Glu Gly Leu Glu Ala 
50 55 60 

Ala Thr Leu Arg Val Gin Val Gly Gin Leu Arg Leu Tyr Asp His Asp 
65 70 75 80 

Gin Leu Cys Asn Val Thr Glu lie lie Arg His Pro Asn Phe Asn Met 

85 90 95 

Ser Trp Tyr Gly Trp Asp Thr Ala Asp lie Ala Leu Leu Lys Leu Glu 

100 105 110 
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Ala Pro Leu Thr Leu Ser Glu Asp Val Asn Leu Val Ser Leu Pro Ser 

115 120 125 



Pro Ser Leu lie Val Pro Pro Gly Met Leu Cys Trp Val Thr Gly Trp 
130 135 140 

Gly Asp lie Ala Asp His Thr Pro Leu Pro Pro Pro Tyr His Leu Gin 

145 150 155 160 

Glu Val Glu Val Pro lie Val Gly Asn Arg Glu Cys Asn Cys His Tyr 

165 170 175 

Gin Thr lie Leu Glu Gin Asp Asp Glu Val lie Lys Gin Asp Met Leu 

180 185 190 

Cys Ala Gly Ser Glu Gly His Asp Ser Cys Gin Met Asp Ser Gly Gly 

195 200 205 

Pro Leu Val Cys Arg Trp Lys Cys Thr Trp lie Gin Val Gly Val Val 
210 215 220 

Ser Trp Gly Tyr Gly Cys Gly Tyr Asn Leu Pro Gly Val Tyr Ala Arg 
225 230 235 240 

Val Thr Ser Tyr Val Ser Trp lie His Gin His lie Pro Leu Ser Pro 

245 250 255 



<210> 103 
<211> 273 
<212> PRT 
<213> Homo sapiens 

<400> 103 

Met Gly Ser Gin Arg Cys Gin Gly Gly Gly Pro Gly Thr Gly Arg Glu 
15 10 15 

Leu Val Gly lie Thr Gly Gly Cys Asp Val Ser Ala Arg Arg His Pro 

20 25 30 

Trp Gin Val Ser Leu Arg Phe Tyr Ser Met Lys Lys Gly Leu Trp Glu 

35 40 45 

Pro lie Cys Gly Gly Ser Leu lie His Pro Glu Trp Val Leu Thr Ala 
50 55 60 

Ala His Cys Leu Gly Arg Glu Glu Leu Glu Ala Cys Ala Phe Arg Val 
65 70 75 80 

Gin Val Gly Gin Leu Arg Leu Tyr Glu Asp Asp Gin Arg Thr Lys Val 

85 90 95 

Val Glu lie Val Arg His Pro Gin Tyr Asn Glu Ser Leu Ser Ala Gin 

100 105 110 
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Gly Gly Ala Asp 
115 

Ser Glu Leu lie 
130 

Leu Gin Thr Arg 
145 

Gin .Glu Leu Leu 



Val Arg Ser Asn 

180 

Ser Asn His Thr 
195 

Cys Ala Gly Asp 
210 

Pro Leu Leu Cys 
225 

Ser Trp Gly Lys 



Arg Val Thr Ser 

260 

Pro 



lie Ala Leu Leu 

120 

His Pro Val Ser 

135 

Pro Gly Trp Leu 
150 

Pro Trp Pro Leu 
165 

Val Leu Cys Asn 



Glu Arg Phe Glu 

200 

Gly Asn His Gly 

215 

Arg Arg Asn Cys 
230 

Leu Cys Gly Leu 
245 

Tyr Val Ser Trp 



Lys Leu Glu Ala 



Leu Pro Ser Ala 

140 

Pro Ala Ala Ala 

155 

Ser Leu Trp Glu 
170 

Gin Thr Cys Arg 
185 

Arg Leu lie Lys 



Ser Trp Pro Gly 

220 

Thr Trp Val Gin 

235 

Arg Gly Tyr Pro 
250 

lie Arg Gin Tyr 
265 



Pro Val Pro Leu 
125 

Ser Arg Pro Gly 



Glu Thr Asp Gly 

160 

Ala Thr Val Lys 

175 

Arg Arg Phe Pro 
190 

Asp Asp Met Leu 
205 

Asp Asn Gly Gly 



Val Glu Val Val 

240 

Gly Met Tyr Thr 

255 

Val Pro Pro Phe 
270 



<210> 104 
<211> 264 
<212> PRT 

<213> Homo sapiens 

<400> 104 
Leu Ala Ser Arg 
1 

Arg Val Gly lie 

20 

Trp Gin Val Ser 

35 

Gly Gly Ser Leu 
50 

Val Gly Pro Asp 
65 

Glu Gin His Leu 



Ala Tyr Ala Ala 
5 

Val Gly Gly Gin 

Leu Arg Val His 

40 

He His Pro Gin 

55 

Val Lys Asp Leu 
70 

Tyr Tyr Gin Asp 



Pro Ala Pro Gly 
10 

Glu Ala Pro Arg 
25 

Gly Pro Tyr Trp 

Trp Val Leu Thr 

60 

Ala Ala Leu Arg 

75 

Gin Leu Leu Pro 



Gin Ala Leu Gin 

15 

Ser Lys Trp Pro 
30 

Met His Phe Cys 
45 

Ala Ala His Cys 



Val Gin Leu Arg 

80 

Val Ser Arg He 



89 



85 



90 



95 



He Val His Pro 

100 

Leu Leu Glu Leu 

115 

Val Thr Leu Pro 
130 

Trp Val Thr Gly 
145 

Pro Phe Pro Leu 



Cys Asp Ala Lys 

180 

He Val Arg Asp 
195 

Cys Gin Gly Asp 
210 

Trp Leu Gin Ala 

225 

Asn Arg Pro Gly 



His His Tyr Val 

260 



Gin Phe Tyr Thr 



Glu Glu Pro Val 

120 

Pro Ala Ser Glu 

135 

Trp Gly Asp Val 
150 

Lys Gin Val Lys 
165 

Tyr His Leu Gly 



Asp Met Leu Cys 

200 

Ser Gly Gly Pro 
215 

Gly Val Val Ser 
230 

He Tyr Thr Arg 
245 

Pro Lys Lys Pro 



Ala Gin He Gly 
105 

Lys Val Ser Ser 



Thr Phe Pro Pro 

140 

Asp Asn Asp Glu 

155 

Val Pro He Met 
170 

Ala Tyr Thr Gly 
185 

Ala Gly Asn Thr 



Leu Val Cys Lys 

220 

Trp Gly Glu Gly 

235 

Val Thr Tyr Tyr 
250 



Ala Asp He Ala 
110 

His Val His Thr 
125 

Gly Met Pro Cys 



Arg Leu Pro Pro 

160 

Glu Asn His He 

175 

Asp Asp Val Arg 
190 

Arg Arg Asp Ser 
205 

Val Asn Gly Thr 



Cys Ala Gin Pro 

240 

Leu Asp Trp He 

255 



<210> 105 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 105 

ctcgtcctcg agggtaagcc tatccctaac 



<210> 106 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 



90 



<400> 106 

ctcgtcgggc ccctgatcag cgggtttaaa c 31 



<210> 107 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 107 

ggatccacca tgagtgagct tgtaagagca agatcc 36 



<210> 108 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 108 

ctcgagtggt tgcgcatcac ctgcttccag cac 33 



<210> 109 
<211> 348 
<212> DNA 

<213> Homo sapiens 
<400> 109 

ctcgagtggt tgcgcatcac ctgcttccag cactttagtg agatcaaaag tgggcataat 60 
accctccctg acatcaggac catctccagg ctcatcctct atcttaagca gagccagttc 12 0 
ctgttgaaaa gcttccatgt caggcccttg aaaagcaggc actgcttgat tttcaatctc 180 
cccactaggt gcaataccct gattatcagt tggtggttcc tcttcttgac gtttttcctc 240 
agtgggctcc tggacaatca cagatccaac cggctgggaa gactcttggt catttcctct 300 
ttctgaggat tgggatcttg ctcttacaag ctcactcatg gtggatcc 348 



<210> 110 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Met Ser Glu Leu Val Arg Ala Arg Ser Gin Ser Ser Glu Arg Gly Asn 
15 10 15 

Asp Gin Glu Ser Ser Gin Pro Val Gly Ser Val lie Val Gin Glu Pro 

20 25 30 



91 



Thr Glu Glu Lys 

35 

lie Ala Pro Ser 
50 

Gly Pro Asp Met 
65 

Glu Asp Glu Pro 

Thr Phe Asp Leu 

100 



Arg Gin Glu Glu 

40 

Gly Glu lie Glu 

55 

Glu Ala Phe Gin 
70 

Gly Asp Gly Pro 
85 

Thr Lys Val Leu 



Glu Pro Pro Thr 



Asn Gin Ala Val 

60 

Gin Glu Leu Ala 

75 

Asp Val Arg Glu 
90 

Glu Ala Gly Asp 
105 



Asp Asn Gin Gly 
45 

Pro Ala Phe Gin 



Leu Leu Lys lie 

80 

Gly He Met Pro 

95 

Ala Gin Pro 
110 



<210> 111 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 111 

ggatccacca tgattcaaaa gtgtttgtgg cttgagatcc 



<210> 112 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 112 

ctcgagtttc ctcctgaata gagctgtaaa tttg 



<210> 113 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 113 

ggacttgatc agcaagcaga g 



<210> 114 
<211> 21 



92 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide primer 

<400> 114 

ctctgcttgc tgatcaagtc c 21 



<210> 115 
<211> 603 
<212> DNA 
<213> Homo sapiens 

<400> 115 

atgattcaaa agtgtttgtg gcttgagatc 
tccctggact gtaacttact gaacgttcac 
catctgagta gtatgagcaa ttcatttcct 
gagttgcccc aagagtttct gcaatacacc 
ttctatgaaa tgtccctaca ggccttcaac 
aaagagagac acctcaaaca aatccaaata 
caatgcttgg aggaagacga gaatgaaaat 
atgaaaccct cagaagccag ggtcccccag 
cacaggatag acaatttcct gaaagaaaag 
cgagtggaaa tcagaagatg tttgtattac 
aaa 



cttatgggta tattcattgc tggcacccta 60 
ctgagaagag tcacctggca aaatctgaga 12 0 
gtagaatgtc tacgagaaaa catagctttt 180 
caacctatga agagggacat caagaaggcc 240 
atcttcagcc aacacacctt caaatattgg 300 
ggacttgatc agcaagcaga gtacctgaac 360 
gaagacatga aagaaatgaa agagaatgag 42 0 
ctgagcagcc tggaactgag gagatatttc 4 80 
aaatacagtg actgtgcctg ggagattgtc 540 
ttttacaaat ttacagctct attcaggagg 600 

603 



<210> 116 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 116 

Met lie Gin Lys Cys Leu Trp Leu Glu lie Leu Met Gly lie Phe lie 
15 10 15 

Ala Gly Thr Leu Ser Leu Asp Cys Asn Leu Leu Asn Val His Leu Arg 

20 25 30 

Arg Val Thr Trp Gin Asn Leu Arg His Leu Ser Ser Met Ser Asn Ser 

35 40 45 

Phe Pro Val Glu Cys Leu Arg Glu Asn lie Ala Phe Glu Leu Pro Gin 
50 55 60 

y 

Glu Phe Leu Gin Tyr Thr Gin Pro Met Lys Arg Asp lie Lys Lys Ala 

65 70 75 80 

Phe Tyr Glu Met Ser Leu Gin Ala Phe Asn lie Phe Ser Gin His Thr 

85 90 95 

Phe Lys Tyr Trp Lys Glu Arg His Leu Lys Gin lie Gin lie Gly Leu 

100 105 110 
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Asp Gin Gin Ala 

115 

Glu Asn Glu Asp 
130 

Glu Ala Arg Val 
145 

His Arg lie Asp 



Trp Glu lie Val 

180 

Lys Phe Thr Ala 
195 



Glu Tyr Leu Asn 

120 

Met Lys Glu Met 

135 

Pro Gin Leu Ser 
150 

Asn Phe Leu Lys 
165 

Arg Val Glu lie 



Leu Phe Arg Arg 

200 



Gin Cys Leu Glu 



Lys Glu Asn Glu 

140 

Ser Leu Glu Leu 

155 

Glu Lys Lys Tyr 
170 

Arg Arg Cys Leu 
185 

Lys 



Glu Asp Glu Asn 
125 

Met Lys Pro Ser 



Arg Arg Tyr Phe 

160 

Ser Asp Cys Ala 

175 

Tyr Tyr Phe Tyr 
190 



<210> 117 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Description of 
Artificial Sequence 

<400> 117 

ggatccctgg actgtaactt actgaacgtt cacc 34 

<210> 118 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Description of 
Artificial Sequence 

<400> 118 

ctcgagtttc ctcctgaata gagctgtaaa tttg 34 



<210> 119 

<211> 540 

<212> DNA 

<213> Homo sapiens 



<400> 119 

ctggactgta acttactgaa 
ctgagtagta tgagcaattc 
ttgccccaag agtttctgca 
tatgaaatgt ccctacaggc 
gagagacacc tcaaacaaat 
tgcttggagg aagacgagaa 



cgttcacctg agaagagtca cctggcaaaa tctgagacat 60 

atttcctgta gaatgtctac gagaaaacat agcttttgag 120 

atacacccaa cctatgaaga gggacatcaa gaaggccttc 180 

cttcaacatc ttcagccaac acaccttcaa atattggaaa 240 

ccaaatagga cttgatcagc aagcagagta cctgaaccaa 300 

tgaaaatgaa gacatgaaag aaatgaaaga gaatgagatg 360 
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aaaccctcag aagccagggt cccccagctg agcagcctgg aactgaggag atatttccac 420 
aggatagaca atttcctgaa agaaaagaaa tacagtgact gtgcctggga gattgtccga 480 
gtggaaatca gaagatgttt gtattacttt tacaaattta cagctctatt caggaggaaa 540 



<210> 120 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 120 

Leu Asp Cys Asn Leu Leu Asn Val His Leu Arg Arg Val Thr Trp Gin 
15 10 15 

Asn Leu Arg His Leu Ser Ser Met Ser Asn Ser Phe Pro Val Glu Cys 

20 25 30 

Leu Arg Glu Asn He Ala Phe Glu Leu Pro Gin Glu Phe Leu Gin Tyr 

35 40 45 

Thr Gin Pro Met Lys Arg Asp He Lys Lys Ala Phe Tyr Glu Met Ser 
50 55 60 

Leu Gin Ala Phe Asn He Phe Ser Gin His Thr Phe Lys Tyr Trp Lys 
65 70 75 80 

Glu Arg His Leu Lys Gin He Gin He Gly Leu Asp Gin Gin Ala Glu 

85 90 95 

Tyr Leu Asn Gin Cys Leu Glu Glu Asp Glu Asn Glu Asn Glu Asp Met 

100 105 110 

Lys Glu Met Lys Glu Asn Glu Met Lys Pro Ser Glu Ala Arg Val Pro 

115 3 120 125 

Gin Leu Ser Ser Leu Glu Leu Arg Arg Tyr Phe His Arg He Asp Asn 
130 135 140 

Phe Leu Lys Glu Lys Lys Tyr Ser Asp Cys Ala Trp Glu He Val Arg 
145 150 155 160 

Val Glu He Arg Arg Cys Leu Tyr Tyr Phe Tyr, Lys Phe Thr Ala Leu 

165 170 175 

Phe Arg Arg Lys 

180 



<210> 121 

<211> 20 

<212> DNA 

<213> Artificial Sequence 1 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 
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<400> 121 

gcctggagat ggtcctgatg 

<210> 122 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 122 

tgagatcaaa agtgggcata ataccctccc t 

<210> 123 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 123 

catcacctgc ttccagcact t 

<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 124 

gagcctggag atggtcctga 



<210> 125 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 125 

agatcaaaag tgggcataat accctccctg a 
<210> 126 
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<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 126 

atcacctgct tccagcactt tagt 

<210> 127 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 127 

cctggctgtc atggcatatg 

■ 

<210> 128 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 128 

tgctgcagtc tgcaaacccc tgc 

<210> 129 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 129 

gacgtgggtg catgatgatg 

<210> 130 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 130 

aggagcaacg tcctctgtaa c 



<210> 131 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 131 

cttccaacca cactgagcgg tttgag 



<210> 132 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
primer 

<400> 132 

acagcatgtc gtccttgatg 



<210> 133 

<211> 95 

<212> DNA 

<213> Homo sapiens 



<400> 133 

gtgggaaata tgagtgagct tgtaagagca agatcccaat cctcagaaag aggaaatgac 
caagagtctt cccagccggt tggatctgtg attgt 



<210> 134 

<211> 95 

<212> DNA 

<213> Homo sapiens 



<400> 134 

gtgggaaata tgagtgagca tgtaagaaca agatcccaat cctcagaaag aggaaatgac 
taagagtctt cccagccagt tgtatctgtg attgt 



<210> 135 

<211> 60 

<212> DNA 

<213> Homo sapiens 
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<400> 135 

tggaagcttt tcaacaggaa ctggctctgc ttaagataga ggatgagcct ggagatggtc 60 



<210> 136 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 136 

tggaagcttt tcaacaggaa ctggctctgc ttaagataga ggatgcacct ggagatggtc 60 



<210> 137 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 137 

ctgatgtcag ggagggtatt atgcccactt ttgatctcac taaagtgctg gaagcaggt 59 



<210> 138 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<4G0> 138 

ctgatgtcag ggaggggact ctgcccactt ttgatcccac taaagtgctg gaagcaggt 59 

<210> 139 
<211> 113 
<212> DNA 
<213> Homo sapiens 

<400> 139 

taggtttcaa gcaagacaaa tgaagactga aaccaagaac gttattctta atctggaaat 60 
ttgactgata atattctctt aataaagttt taagttttct gcaaagaatc ct-t 113 

<210> 140 

<211> 114 

<212> DNA 

<213> Homo sapiens 

<400> 140 

taggtttaaa ccaagacaaa tgaggactga aaccaagaat cttattctta atctggaaat 60 
ttgactgata acattctcct aacaaagttt tacagttttc tgcaaagaat cctt 114 
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